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NTDB id 1132364 CHRYMOREF3P RS09750 WP 180564504.1 MIVDLLFPNRCIHCNKIIDSELLVCDLCFSQLHFTHYSYFENNPIKEKCSLFFPIENTFALLQFEEESLSRQIIH 75
NTDB id 1333 RA0C RS05105 WP 004918078.1 MFLDFFLPNRCLKCNLIISSDEIVCWACKSHINFTYNDFGGKGDFYQKVVLKFPVNKAFSLMKYEKKELSQDIIH 75
consensus ! *! !!!!**!! !! !* *!! ! !***!!* * * !* ! !!* ! !* *! !! !!!
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NTDB id 1132364 CHRYMOREF3P RS09750 WP 180564504.1 ELKYKGREKAGKILADWTTERLDFKNEKPDLLVSVPLHPKKMKERGYNQLHLFTETLAAFYDIPFDHQLIKRNHY 150
NTDB id 1333 RA0C RS05105 WP 004918078.1 ALKYHSMERVGKVLAHWVSENMDLSHQGIDILTNIPLHPKKQRERGYNQLHLFTKTLSQLQRIPYSHYLLKRNFY 150
consensus !!!* !* !!*!!*! *! *! * *!*! *!!!!!! *!!!!!!!!!!! !! !!* ! !*!!!*!
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NTDB id 1132364 CHRYMOREF3P RS09750 WP 180564504.1 SKAQALKDKKHRLEAVNTFSITQSVSGKHILLIDDVFTTGNTVSSVAWEILNAGNNKVSVLVIAIDV 217
NTDB id 1333 RA0C RS05105 WP 004918078.1 SKPQALKQKLDREKMQNIFSVDEKIEGKHILLIDDVYTTGNTMSKAVWELLKGNGNQVSVLVLAIDE 217
consensus !!*!!!! ! *! ! !!* * !!!!!!!!!!*!!!!!*! !!*! * ! !!!!!*!!!
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