logo

NTDB id 1132173 H1X04 RS02335
NTDB id 480 HSISS4 RS02090 WP
consensus

logo

NTDB id 1132173 H1X04 RS02335
NTDB id 480 HSISS4 RS02090 WP
consensus

logo

NTDB id 1132173 H1X04 RS02335
NTDB id 480 HSISS4 RS02090 WP
consensus

logo

NTDB id 1132173 H1X04 RS02335
NTDB id 480 HSISS4 RS02090 WP
consensus

logo

NTDB id 1132173 H1X04 RS02335
NTDB id 480 HSISS4 RS02090 WP
consensus

logo

NTDB id 1132173 H1X04 RS02335
NTDB id 480 HSISS4 RS02090 WP
consensus

logo

NTDB id 1132173 H1X04 RS02335
NTDB id 480 HSISS4 RS02090 WP
consensus

WP 011225572,

002890133.1

WP 011225572.

002890133.1

WP 011225572.

002890133.1

WP 011225572.

002890133.1

WP 011225572.

002890133.1

WP 011225572.

002890133.1

WP 011225572.

002890133.1

LTI ETES IR AL ALY O B S

MSDNR[QHLEEKYTWDLTTIFATDADWETEYESHVQDLKKASS AGHLLDSAKNLLIFATELYMSLMRRLEKIYVYASMKND
MSDNR HLEEKYTWDLTTIFATDADWETEYES@VQDLKKASE AGHLLDSAKNLLEATELYMSLMRRLEKIYVYASMKND
I Prrrrrrrrrrrrrrrrrrrrnnd

D RAN it s e et

QDTTVGLYQEY AKASNLYSQLSEAFAYFEPEFMAL FKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA
KL
11

QDTTVGLYQEY AKASNLYSQLSEAFAYFEPEFMAL IMSKLEWAFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA
,,,,,,,,,,, I

)L LI VR e T A A Y LA

GDIFNGPTDTFNVLDNADILFPWVSRIGQGDV ELTHGNFWTLMESKWIJR RKGAYEAMYRTYEQFQHTYAQTLQGVVKVH
GDIFNGPTDTFNVLDNADILFPWVSHGQGDV ELTHGNFMTLMESKIR RKGAYEAMY@TYEQFQHTYAQTLQGVVKVH
N Tt I

e oA AL, LU YN L AL

NYNMAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLIZLDINLKMYDVYI\PLSETETALTYEERLK
NY[NAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLLDIBLKMYDVYWPLSETETALTYEENLK
N R R

AEELAF-EECE TR D AR A1 AT LUV S HRY

KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT]
KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT
PELr e rrrrrrrrrrrrrrrrrnt

YO A ST LTELLEINREA L TR A A LAR

QPYVYGDYPIFLAEIASTTNENILTETLLKEVRNDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHATHEADASGQILTADF

QPYVYGDYPIFLAETASTTNENILTETLLKEVI{DDKTRFAILNHYLDGFKGTVFRQTQFAEFEHATIHEADASGQILTADF
PLLE T bbb bbb e bt et

LD 6 o AT AL AT A S

|
MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGRIEEDKEAYLTYLKAGSSDYPL
MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGWEEDKEAYLTYLKAGSSDYPL
PLL e e rrrrrrrnt

80

160
160

240
240

320
320

400
400

480
480

560
560



logo E\/ KKA VD TNTD\(\.DAAFKVFEDR\.VH.EA\.VEK VH\.S
NTDB id 1132173 H1X04 RS02335 WP 011225572.1 |AANQONAAIIENNNNANIN.V NN QADANARAN NV RN (AN INS 601
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601

consensus rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrred

X non conserved
B similar
>50% conserved



