logo

NTDB id 1132167 H1X04 RS01685
NTDB id 472 HSISS4 RS01435 WP
consensus

logo

NTDB id 1132167 H1X04 RS01685
NTDB id 472 HSISS4 RS01435 WP
consensus

logo

NTDB id 1132167 H1X04 RS01685
NTDB id 472 HSISS4 RS01435 WP
consensus

logo

NTDB id 1132167 H1X04 RS01685
NTDB id 472 HSISS4 RS01435 WP
consensus

logo

NTDB id 1132167 H1X04 RS01685
NTDB id 472 HSISS4 RS01435 WP
consensus

logo

NTDB id 1132167 H1X04 RS01685
NTDB id 472 HSISS4 RS01435 WP
consensus

logo

NTDB id 1132167 H1X04 RS01685
NTDB id 472 HSISS4 RS01435 WP
consensus

WP 002949640.
002883784.1

WP 002949640.
002883784.1

WP 002949640.
002883784 .1

WP 002949640.
002883784.1

WP 002949640.
002883784.1

WP 002949640.
002883784 .1

WP 002949640.
002883784.1

s SILENT WAL TAFEIL) FCNESATLL R YD R L

Y SKLFGKVTIRKKLTMTTAVVFFLVLSMFTLVVVFSANTLLLQRERQNVNINTISKVVTYIEKDWDSDEELSPEPLL
MSKLWKLFGKVTIRKKLTMTTAVVEFFLVLSMFTLVVVEFSANTLLLQRERQNVNINTISKVVTYIEKDWDSDEELSPEPLL
kkkok UL LL LT L bttt bbb et bt ettt

ALl LSRR A EVRRR: H T SRR

AALYSPKNIY|YSTIINGVLSEK SLDGQVA SN LYSNQSV VYDKKGTFIFTSEEINTDSPPGMSEVNKLKIMVSYKGKRGF

AALYSPKNIY SIINGVLSEKBISLDGQVA SN LYSNQSV VYDKKGTFIFTSEERTDSPPGMSEVNKLKRVSYKGKRGF
trrrrrrrrrrnte

L KRN EFAAER L BT TV AWLT L R T )

LLQVPIYGKDKKTIVGYAQ FHDLEFYYALKERLIFLLIFLEVGMTVLVIAWTVVVLTSILRPMRQLHETMG IMDSPSD
LLQVPIYGKDKKTIVGYAQ FHDLEFYYALKERLIFLLIFLEVGMTVLVIAMTVVVLTSILRPMRQLHETMG IgDSPSD
[

CLRMEE 2 TRCEAR & AL DL D L

LELRSKIESHDEIGELLA NEN@MMDKIQENNQMQMRFLSDVSHELRTPIAVIKGHMDLLQRWGKNDPEILEESLEAASHE

LELRSKIESHDEIGPLA NFN MMDKIQENNQMQMRFLSDVSHELRTPIAVIKGHMDLLQRWGKNDPEILEESLEAASHE
Prrrrrrrrrrn

AR 1D DS K YgRT DLV AR A e L

ANRMTIMINDMLDSIRVKGSF NHRNDTCDLNSSIRTVIGNFRVLH DYQFYLNDSEGS RPAQIYSQHFEQWITILIDN
E
1

ANRMTIMINDMLDSIRVKGSF NHRNDTCDLNSSIRTVIGNFRVLH DYQFYLNDIJERIS RPAQIYSQHFEQINITILIDN
..................... R

AT e QDR LI KD R T LS LV Bl

AVKYSPVNK|SIQ TIKALEDEMLVQVQDNGEGISKEDIEHIFERFYRSDKARNRTTTQSGVGIGLSILYQIVEAYRCIID

AVKYSPVNK|AIQ TIKALEDEMLVQVQDNGEGISKEDIEHIFERFYRSDKARNRTTTQSGVGIGLSILYQIVEAYRC ID
R

VALV R e T
e

505
509

80

156
160

236
240

316
320

396
400

476
480



(> S

non conserved
similar
>50% conserved



