logo

NTDB id 361 SMU RS01310 WP 002262737.1

NTDB id 478 HSISS4 RS06985 WP 021143811.1
NTDB id 1132129 H1W86 RS06600 WP 180479485.1
NTDB id 327 STU RS16115 WP 011226304.1

NTDB id 295 STER RS06915 WP 011226304.1
consensus

logo

NTDB id 361 SMU RS01310 WP 002262737.1

NTDB id 478 HSISS4 RS06985 WP 021143811.1
NTDB id 1132129 H1W86 RS06600 WP 180479485.1
NTDB id 327 STU RS16115 WP 011226304.1

NTDB id 295 STER RS06915 WP 011226304.1
consensus

logo

NTDB id 361 SMU RS01310 WP 002262737.1

NTDB id 478 HSISS4 RS06985 WP 021143811.1
NTDB id 1132129 H1W86 RS06600 WP 180479485.1
NTDB id 327 STU RS16115 WP 011226304.1

NTDB id 295 STER RS06915 WP 011226304.1
consensus

logo

NTDB id 361 SMU RS01310 WP 002262737.1

NTDB id 478 HSISS4 RS06985 WP 021143811.1
NTDB id 1132129 H1W86 RS06600 WP 180479485.1
NTDB id 327 STU RS16115 WP 011226304.1

NTDB id 295 STER RS06915 WP 011226304.1
consensus

logo

NTDB id 361 SMU RS01310 WP 002262737.1

NTDB id 478 HSISS4 RS06985 WP 021143811.1
NTDB id 1132129 H1W86 RS06600 WP 180479485.1
NTDB id 327 STU RS16115 WP 011226304.1

NTDB id 295 STER RS06915 WP 011226304.1
consensus

ROLE B EY SR T, LE RS 3

T AR EE AL R,

MTENKNVILSARDIVVEFDVRDRVLTAIRGVSLDLVEGEVLALVGESGSGKSVLTKTFTGMLEENGRVASGSIDYRG@DL
MTENKNVILSARDIVVEFDVRDRVLTAIRGVSLDLVEGEVLALVGESGSGKSVLTKTFTGMLEENGRVASGSIDYRGKDL

MTENKNVILSARDIVVEFDVRDRVLTAIRGVSLDLVEGEVLALVGESGSGKSVLTKTFTGMLEENGRVASGSIDYRGKDL

MTENKNVILSARDIVVEFDVRDRVLTAIRGVSLDLVEGEVLALVGESGSGKSVLTKTFTGMLEENGRVASGSIDYRGKDL
Pk || T [ Dok Dl DD DL DD L DL Dok b ook | 1 Do |

Tk TR T lKI Bk QAEKBENEY il

L W AEH A DK\/

WIRKY DWAGITRGAI WIFQDPMTSL PEgURIGIRQOIMEIZT KH JQUTINKEAIRKI®A DM KVGIP A |3 pN YPEIQ
TKIBKSHQDWABITRGAKIATIFQDPMTSL PIKTIGSQI EVIVKHQGK AKEAKKMAIDYMDKVGIPDAEKRFNEYPFQY]
TKF SHODWAAIRGAKIATIFQDPMTSLNPIKTIGSQIIEVIVKHQGKTAKEAKKMAIDYMDKVGIPDAEKRFNEYPFQY
TKFKSHQDWAAIRGAKIATIFQDPMTSLNPIKTIGSQIIEVIVKHQGKTAKEAKKMAIDYMDKVGIPDAEKRFNEYPFQY]

TKFKSHQDWAATRGAKIATIFQDPMTSLNPIKTIGSQIIEVIVKHQGKTAKEAKKMAIDYMDKVGIPDAEKRFNEYPFQY
* Pl b0 Do Do DLL DD LD D L) TR DUl b bk b b DL LD | AR

R T B L N e

L MDEPTTALDVTIQAQI BIL KIX [GgpR]S IFITHDLGVVA[§ AD VAVMYAGIYI E
SGGMRQRIVIAIALACRPDVLICDEPTTALDVTIQAQIIDLLKSLKEEYGFSVIFITHDLGVVASIADKVAVMYAGEIIE
SGGMRQRIVIATALACRPDVLICDEPTTALDVTIQAQIIDLLKSLKEEYGFSVIFITHDLGVVASTIADKVAVMYAGEIIE
SGGMRQRIVIATALACRPDVLICDEPTTALDVTIQAQIIDLLKSLKEEYGFSVIFITHDLGVVASTIADKVAVMYAGEITIE|

VIR KL T D

LA O A B A L EEE
Q 350
361
TWLLHEDAPKVDKPAVIQONLHEKILANMGFAHLGDEEEGN AEEICH!
TWLLHEDAPKVDKPAVIQONLHEKILANMGFAHLGDEEEGN AREEKICH!

TWLLHEDAPKVDKPAVIQNLHEKILANMGFAHLGDEEEGN AJKGHE
N rr EE T e

156
160
160
160
160

236
240
240
240
240

316
320
320
320
320



(> S

non conserved
similar
>50% conserved



