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NTDB id 1132002 H1W80 RS05355 WP 087009970.1 MAKRKTSLKNKQKRQLVTLIIAALIAVLGYLGTSNKLSPDSPIRQVASLVAGKSNKSIKSNGSTNSQSTPQEQLAETVMT 80
NTDB id 262 KZH43 RS08770 WP 001036779.1 .......MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNL..............SQKKQASEAPSQALAESVLT 59
NTDB id 221 SPD RS09380 WP 001036779.1 .......MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNL..............SQKKQASEAPSQALAESVLT 59
NTDB id 187 SPR RS08930 WP 001036779.1 .......MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNL..............SQKKQASEAPSQALAESVLT 59
NTDB id 152 SP RS09870 WP 001036779.1 .......MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNL..............SQKKQASEAPSQALAESVLT 59
consensus ***!****!**!****!*****!********!*!!**** *********!***!!!*!*!
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AVKSQLIGKNGSLEWNGASGAYF I IVNRGNKTNLNDAKVSSQKPYANDNQKVTKTVQGGKQETVPTVANALLSKATRQYKNRQKETGNGSTSWTP

NTDB id 1132002 H1W80 RS05355 WP 087009970.1 SSVKSQLGNSLEWNGAGAYIINRNKTNLNAKVSSQPYANNQVKTVQGQTVPTVANALLSKATRQYKNRQETGNGSTSWTP 160
NTDB id 262 KZH43 RS08770 WP 001036779.1 DAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTP 139
NTDB id 221 SPD RS09380 WP 001036779.1 DAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTP 139
NTDB id 187 SPR RS08930 WP 001036779.1 DAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTP 139
NTDB id 152 SP RS09870 WP 001036779.1 DAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTP 139
consensus **!!!!***!!!!!!*!!*!*!*!!!!!*!!!!!*!!!*!**!!!***!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!
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PGWHQVQKNLSKGESYSTHAVDRGHLLGYAL IGGLKDGFDASTSNPEKNIAVQTAWANQAYQSADESYSTGQNYYESLKVRKALDKQNKRVR

NTDB id 1132002 H1W80 RS05355 WP 087009970.1 AGWHQVQNLSGEYSHAVDRGHLLGYALIGGLKGFDASTSNPENIAVQTAWANQAYSDSSTGQNYYESLVRKALDKNKRVR 240
NTDB id 262 KZH43 RS08770 WP 001036779.1 PGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVR 219
NTDB id 221 SPD RS09380 WP 001036779.1 PGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVR 219
NTDB id 187 SPR RS08930 WP 001036779.1 PGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVR 219
NTDB id 152 SP RS09870 WP 001036779.1 PGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVR 219
consensus *!!!!!*!!*!*!*!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!!!!!!!!!****!!!!!!!!!*!!!!!!*!!!!!
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NTDB id 1132002 H1W80 RS05355 WP 087009970.1 YRVTLIYEG.ENLIPSGTHLEAKSADGSLEFNVFVPNVQEGITLDYYSGKVTVN. 293
NTDB id 262 KZH43 RS08770 WP 001036779.1 YRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 YRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 YRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 YRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !!!!!*!***!*!*!!****!!!!*!!*!!!!!*!!!!!*!**!!!**!*!!!**
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