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NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAG 74
NTDB id 113189 A6L77 RS00575 WP 002220239.1 .......MKAIQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQMSEALTLAEGQKSAVVEYYSDNGTFPNSNTS... 70
NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTS... 70
NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTS... 70
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKTPSLTSTDEGY 74
NTDB id 1400 DSB67 RS12660 WP 010643261.1 ...MKTNKQKKQQGFTLIELMIVVAIIGILAALAIPAYQDYTKKATMAEFPKIASSTKLAVELCAHEHAADAG.....AF 72
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
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NTDB id 1191 AAC28468.1 484..945( ) NVIF..........DSANGLDGKYFAPGGVTVT.PDTGAINIAFDAG.......ANAGKTMTITPTVIA.......ASGQ 129
NTDB id 113189 A6L77 RS00575 WP 002220239.1 ..........AGIAAS.NEIKGKYVASVKVEGN.ASVASITATMN...SSNVNKDIKGKTLVLV..........GKQNSG 125
NTDB id 1119 NGFG RS11465 WP 017147169.1 ..........AGVASPPTDIKGKYVKEVEVKNG.....VVTATML...SSGVNNEIKGKKLSLW..........GRRENG 122
NTDB id 1109 OK783 RS10670 WP 157147416.1 ..........AGVASA.STIKGKYVQKVEVAKG.....VVTAQMA...STGVNKEIQDKKLSLW..........AKRQDG 121
NTDB id 1197 PSJM300 03940 AFN76866.1 I..........GITD.....STSYC.DV..DLDTAADGHIECT....AKGGNAGKFDGKTITLN.............RTA 119
NTDB id 1400 DSB67 RS12660 WP 010643261.1 KTKC..HQTANGIPAA...FTLNNL.TVT.PAAGAASGAISITVNAANDKG........PIKQ....NEKYILTATYASN 133
NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHASKYVKSV..KVTEASPWDITVAISATEANGIPTGLDGNTIRLFPLVNK.AVP.AATSTG 149
NTDB id 1424 RS RS02795 WP 011000517.1 ...........GSSVF...TPTKNVANLTIAGTGTVPGQITVTYT.T.......AAGGGTLALVPTAAGTALPVSSAPSG 132
NTDB id 1002 ACIAD RS15100 WP 004923779.1 S.......SCVGVQEISASNATTNVATA..TCGASSAGQIIVTMDTT.......KAKGANITLTPT..........YASG 126
NTDB id 1274 LPP RS09530 WP 011214168.1 V................SPAATPNVASI..AIGA..NGVITITY.TA.......AAGGGTIVMTPTL.........QANG 114
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V................SPAATPNVQSI..AIGA..NGVITITY.TA.......AAGGGTIIMTPTL.........QANG 114
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NTDB id 1109 OK783 RS10670 WP 157147416.1 SVKWFCGQPVTRTGDNDDTVA..DANNAIDTKHLPSTCRDESSAT. 164
NTDB id 1197 PSJM300 03940 AFN76866.1 DGEWSCAS...................TLDAKYKPGKCS....... 139
NTDB id 1400 DSB67 RS12660 WP 010643261.1 GVTWSSECKDATN..............AVQTSYCP........... 154
NTDB id 1188 NELON RS01755 WP 003772458.1 AIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK....... 188
NTDB id 1424 RS RS02795 WP 011000517.1 PIMWTCYAQNKAQAASSVAPS...GTMSLAAKYAPAECR....... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 AVTWKCTTT..................S.DKKYVPSECRG...... 147
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