logo

NTDB id 414 AAK55818.1 838..2187( )

NTDB id 1131707 H1X13 RS05495 WP 011227273.1
NTDB id 375 SMU RS06880 WP 002262929.1
consensus

logo

NTDB id 414 AAK55818.1 838..2187( )

NTDB id 1131707 H1X13 RS05495 WP 011227273.1
NTDB id 375 SMU RS06880 WP 002262929.1
consensus

logo

NTDB id 414 AAK55818.1 838..2187( )

NTDB id 1131707 H1X13 RS05495 WP 011227273.1
NTDB id 375 SMU RS06880 WP 002262929.1
consensus

logo

NTDB id 414 AAK55818.1 838..2187( )

NTDB id 1131707 H1X13 RS05495 WP 011227273.1
NTDB id 375 SMU RS06880 WP 002262929.1
consensus

logo

NTDB id 414 AAK55818.1 838..2187( )

NTDB id 1131707 H1X13 RS05495 WP 011227273.1
NTDB id 375 SMU RS06880 WP 002262929.1
consensus

<0

logo

NTDB id 414 AAK55818.1 838..2187( )

NTDB id 1131707 H1X13 RS05495 WP 011227273.1
NTDB id 375 SMU RS06880 WP 002262929.1
consensus

;

Tt T R Lt mvonnat oL et v EL kL),
%l AR EEKXEEIﬁéééﬁLLHBE
ﬁ gégééLFLRILLAV ILLFFY:: NYR Y NIQ KQLNJYKV SLINGIsIY KLIQ 19SS L ELWNN ND%

(e ko ok ok kokokskokokokokok |k sokok b oskkokokoskskk skokskskskk ok Doksk Dk I Dskskk | ok s Dokskskskk Dok 11

DU THEN 2OFsl <G Thota LRl D1 Doges VD | T
SE\/IRHQENEQESNRESV\JEY ID VLATNR% 9 -[v NQ A%L\. vBﬁEééTﬁ NILELLKD EN LE LSQ
SEVHMRLTMNENLIQESSRLNYSILIFYMTDGVLATNRIIGQIPMMIND TAIMKQLEGLAY EDMIL ISTL WK T NMELRDISSEQ
GQ”M”’“Q DTM"%%S
SEVFRLTHENLMQEKNRL SILSYMTDGVLAT REGISIT\INDNAQKQLN WREMRALINGYILDILDDA B WDLITKT]
P bk DL b DL ek Dbk b Dok D e Db b s b Dok Do Dbk Dok Dk sk b sk sk D bk Dk sk Dok sk | oskoskoskosk
e BR0E e VAL ABES LA FEREERERR S ELAT LTS
ELh\.BSQE YL TN AN | T
PE LpSJADIINEE ILRVRFALIRRESGFISGLVAVLHDWTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALD GA
PEIHL RRDINNDEF TLRVNFALIR ESGFISGLVAVLHDATEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDDGA
PEI L RRDIRYDEF TLR RFALIJRRESGFISGL AVLHDATEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDDGA
Plsksk sk |
N RSDETR B 0L SR DNt NELTRFTAF o LoRboggse, e LA
\.NE% b VSULLA Ka IN Q YGRNPENR | LLVIW T B
L{E VAPWMFIKVSLDETNRMMRM TDLLEILSMIDNINTSHLDVELMNFTAFNT ILNRFDI{ KEQESESYKINYE RDYP
LNEE AP FIKVSLDETNRMMRMI DLLINLSRIDNIY @L VE TNFTAFMTYILNRFHQIKSQE WIHEKRIYEIIRDYP
LIWNE VAPNJFIKVSLDETNRMMRMITDLLSLSRIDNMWNTSHLDVELTNFTAFMIyYIL RFDQI[RSQ RBNKWIYEIIRDYPN)
| |

Tkok 00 DLTEE UL Tt DEL T Ee DU ek D d Daor DD D Dioor DLk LD okknor ok N

TS TS AR

NSIW EIDTDKMTQV DNILNNAIKYSPDGGKITVIIMKTT Q ILSISDEIGLGIPKWNDLPIAIIFDRFYRVD ARSRAQGG
NSIW EIDTDKMTQVIDNILNNAIKYSPDGGKITV MKTTDTQLI SISDQGLGIPKKDLPLIFDRFYRVDKARSRAQGG

IS W EIDTDKMTQVIDNILNNAIKYSPDGGK T MNTTDTQLILSISDQGLGIPKKDLPLIFDRFYRVDKARSRAQGG

T3

L A

Fess.
VER+

TGLGLSTAKEI KQHKGFIWAKSEYGKGSTFTIVLPYD|SDA €3 |y 449
TGLGLSIAKEIVKQHEGFIWAKSEYGKGSTFTIVLPYD DA [l M..... 446
TGLGL TAKEIVKQHKGFIWANSEINGIXGSTFTIVLPY D\ EBDES 450

158
157
157

238
237
237

316
317
316

396
397
396



(> S

non conserved
similar
>50% conserved



