logo

NTDB id 1131606 H1W91 RS08880 WP 180477178.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

logo

NTDB id 1131606 H1W91 RS08880 WP 180477178.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

logo

NTDB id 1131606 H1W91 RS08880 WP 180477178.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

logo

NTDB id 1131606 H1W91 RS08880 WP 180477178.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

O 7 T O o MU W T

M FERIEQNA [BLLL NQYQp ENPILETHERYDALIEQN MYLGHENA IHINUNNIRKLRINLNLSKEEWRR FQF FIKIHgQ)R 80
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
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el

J\LQ NHQFTPD IGFIILYLLEGLT |®4QLDI EIGSGTGNLAET NNSBEK  YMG EVDDLLIDLSASIA V SyEEEETI
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS|EETIY
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSSEETIY
P NN NN N N N NN e N Ny ey ey e N N N NN NN NN ey
(VAR ) AESE DLk et AL ECRLAYLAE A L RLL S
NI QEDAVRPE[ILKES VIISDLP G YPNDIIARR |QVAABHTYAHHLLMEQSLKYLKK G AIFLAPE LLTSigQEeLt)
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSE QLI
VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
AR Lunr AT kRS Vst LD Co gk R HEDA
SILLKKWLEIREWI AVI LPEARF[] KEIN KSIFVLKKQ {§ |§E FVYPL DLQ Pl L DFpaNFNKWKED NERSEEEE:
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDN VF RN
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317

X non conserved
B similar
>50% conserved



