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NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGE..READFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 113154 SANT RS19705 WP 025423955.1 MASRGVNKVILVGNLGQDPEVRHMPNGGAVANITLATSESWRDKQTGETKEKTEWHRVVLFGKLAEVAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQ....AESVQFLEPKNGGGSG..SGGYNEGNSGGGQYFGGGQNDNPF....GGNQNNQ 143
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGG........APYDE....GYGQSQEA..YQRPAQQ..S 136
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGG........APYEE....GYGQSQEA..YQRPAQQ..S 136
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDF.......GGNQGS....GWNQAPAQTNYNQGGYSDNY 143
NTDB id 113154 SANT RS19705 WP 025423955.1 EGSLQTRKWQDQSGQDRYTTEVVV.NIGGTMQMLGGRQGGGA....GGNAGGAQQG....GWGQPQQP...........Q 140
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQG....SWGQPQQP...........A 145
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NTDB id 113 BSU 40900 NP 391970.1 R....RNQGNS......FNDDPFANDGKPIDISDDDLPF 172
NTDB id 1131 NGFG RS05740 WP 003695064.1 RQP.APDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 RQP.ASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 AQNNNFNGGNATRPQPAQ..KPAAQAEPPMDNFDDDIPF 180
NTDB id 113154 SANT RS19705 WP 025423955.1 GNNAQFSGGNAPAARPAQNSAPAPSNEPPM.DFDDDIPF 178
NTDB id 1166 A1552VC RS00795 WP 000168289.1 KQHQPMQQS.....AP.QQYSQPQYNEPPM.DFDDDIPF 177
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