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NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILILISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQKT 80
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILILISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQKT 80
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKEVFITNQVVNAKHEIKRIDFRGI 160
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKEVFITNQVVNAKHEIKRIDFRGI 160
NTDB id 1186 GTF74 RS01320 WP 000788426.1 .........................MKNGLKT..YVAQTWLTLWVG.....LALCASSMVFSA.ESATANQLENIDFRVN 47
NTDB id 1175 A1552VC RS12105 WP 000788426.1 .........................MKNGLKT..YVAQTWLTLWVG.....LALCASSMVFSA.ESATANQLENIDFRVN 47
NTDB id 1408 DSB67 RS13980 WP 010643500.1 .......................MKMRHGLTLTPRKLTGLFSLWFS.....LLLAP...FVAA.EEVQSNSLKSIDFRTN 48
NTDB id 113133 SOPEG RS30490 WP 335334084.1 ................................................................................ 0
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ................................................................................ 0
NTDB id 1373 NTHI RS02645 WP 011272046.1 ................................................................................ 0
NTDB id 1347 HI 0435 AAC22094.1 ................................................................................ 0
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 EKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKVRMTILSKGDYGHFVY 240
NTDB id 1284 ACE17W RS12370 WP 010946666.1 EKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKVRMTILSKGDYGHFVY 240
NTDB id 1186 GTF74 RS01320 WP 000788426.1 KEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYT 127
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYT 127
NTDB id 1408 DSB67 RS13980 WP 010643500.1 KDKDAVIVVELVSPAAIVDIKRVQEGLSIDLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTTRLVAYIDEDYSHDYR 128
NTDB id 113133 SOPEG RS30490 WP 335334084.1 ................................................................................ 0
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ................................................................................ 0
NTDB id 1373 NTHI RS02645 WP 011272046.1 ...........................................................................MKKYF 5
NTDB id 1347 HI 0435 AAC22094.1 ...........................................................................MKKYF 5
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 QVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQGDITLRLNDIPWDQAL 320
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQGDITLRLNDIPWDQAL 320
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LKGKYLEVVISKLKADEKPK.PKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVL 206
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LKGKYLEVVISKLKADEKPK.PKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVL 206
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LTGRYLEVKVGKLKANEKAP.DKSILDKEGKLISINFQDIPVRNVLQLIADYNQFNLVVSDSVEGNLTLRLDGVPWQQVL 207
NTDB id 113133 SOPEG RS30490 WP 335334084.1 ................................................................................ 0
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ..MRYLFLLFFATF.........P..VLANQQISLSIRNAPTAEIISYLAEETGKNITISDEIKDTKNFRVEKSHFDEIL 67
NTDB id 1373 NTHI RS02645 WP 011272046.1 LKCGYFLVCFCLPLIVF....ANP..KTDNECFFIRLSQAPLAQTLEQLAFQQDVNLVMGERLEGNISLKLNNIDMPRLL 79
NTDB id 1347 HI 0435 AAC22094.1 LKCGYFLVCFCLPLIVF....ANP..KTDNERFFIRLSQAPLAQTLEQLAFQQDVNLVIGDILENKISLKLNNIDMPRLL 79
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 DIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLIK.DKQNSLLSDRGKI 399
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLIK.DKQNSLLSDRGKI 399
NTDB id 1186 GTF74 RS01320 WP 000788426.1 DIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSI 286
NTDB id 1175 A1552VC RS12105 WP 000788426.1 DIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSI 286
NTDB id 1408 DSB67 RS13980 WP 010643500.1 DIILQVKGLDKRVDGNVILVAPKDELDLREKQQLEKQKLEKEIGELSSEIIKVNFAKASDIAEMINGEGNISMLSDRGSM 287
NTDB id 113133 SOPEG RS30490 WP 335334084.1 ................................................................................ 0
NTDB id 1381 A4U84 RS02010 WP 021113424.1 NSLIKTHQLNLKKENGIYYIHQAQEH.....KQHTTAQLVNALPKLITKTIKLHYSKASEVIESLT.KGQGNLLSESGYL 141
NTDB id 1373 NTHI RS02645 WP 011272046.1 KIIAKSKHLTLNKDDGVYYLNGSQSG.....KGQVAGNLTTNEPHLVSHTVKLHFAKASELMKSLT.TGSGSLLSSAGSI 153
NTDB id 1347 HI 0435 AAC22094.1 QIIAKSKHLTLNKDDGIYYLNGSQSG.....KGQVAGNLTTNEPHLVSHTVKLHFAKASELMKSLT.TGSGSLLSPAGSI 153
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 SVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLS....GTLEGAN.... 471
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLS....GTLEGAN.... 471
NTDB id 1186 GTF74 RS01320 WP 000788426.1 SIDERTNSLLIRELPDNIAVIREIIESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGSHS.VGGSIESNLWQKG 365
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SIDERTNSLLIRELPDNIAVIREIIESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGSHS.VGGSIESNLWQKG 365
NTDB id 1408 DSB67 RS13980 WP 010643500.1 TIDERTNSLLIRELPENIEVIREIIESLDIPVKQVQIEARIVTINEGNMDELGVRWGFTSINGSHT.VGGSIENNLATIG 366
NTDB id 113133 SOPEG RS30490 WP 335334084.1 ................................................................................ 0
NTDB id 1381 A4U84 RS02010 WP 021113424.1 HFDDRSNSIIVKDSAASVKNFTQLIESLDKPTEQIAIEARIVTISSEHLQQLGVRWGLFSPNENHYKLAGNLEGN..... 216
NTDB id 1373 NTHI RS02645 WP 011272046.1 TFDDRSNLLVIQDEPRFVQNIKKLIAEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGN..... 228
NTDB id 1347 HI 0435 AAC22094.1 TFDDRSNLLVIQDEPRSVQNIKKLIAEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGN..... 228
consensus *********** * * * ***** ******** *********** * ******** * ********

logo

LYLDAGDEGLGAERGDTDAGPGAGDN
S
L
S
E
F
V

T
E
F
V
G
T
N
P
L
V
I
A
E
D
N
E
R
D
R
F
NLNLVDNFLMAPSTAAVPLPVTVTGSGNPTAHTNPFSPATGSARSVIGAI

F
L
P
A
Q
I
L
VAARKI

L
G
N
D
S
D
S
N
G
I
T
R
M
V
LLEDLELTSALQENQRSEGSNRNKI

V
A
D
ELI LIASSPRLYLITATDHNQKKQASTPA

NTDB id 1257 GCO85 RS04855 WP 163621000.1 ...ELARGTAPANVVPLERRLNLDLAAVPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAA 548
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ...ELARGTAPANVVPLERRLNLDLAAAPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAA 548
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LLAD........DEFPVDEFLNVNLAS...TSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPA 434
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LLAD........DEFPVDEFLNVNLAS...TSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPA 434
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LYDGGGEGDDGGSSVGIDDFLNVNLAA...TSPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPA 443
NTDB id 113133 SOPEG RS30490 WP 335334084.1 .........................MP...VGGHFARIGLPLARLN.GRMLELELTALEQENKVDILASPRLYTAHQQTA 51
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ............GLTT..NNLNVNF.....PVNPSASVALQIAAIN.SRVLDLELTALESENNIEIIASPRLLTTDKKTA 276
NTDB id 1373 NTHI RS02645 WP 011272046.1 ............SFENIADNLNVNFAT...TTTPAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKKSA 292
NTDB id 1347 HI 0435 AAC22094.1 ............SFENIADNLNVNFAT...TTTPAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKKSA 292
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 VIESGEEIPYQEATSSG.ATAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTFLGVP...AIITKEIQTNVLVN 624
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VIESGEEIPYQEATSSG.ATAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTFLGVP...AIITKEIQTNVLVN 624
NTDB id 1186 GTF74 RS01320 WP 000788426.1 YIEQGTEIPYLESSSSG.ASTVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVN 513
NTDB id 1175 A1552VC RS12105 WP 000788426.1 YIEQGTEIPYLESSSSG.ASTVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVN 513
NTDB id 1408 DSB67 RS13980 WP 010643500.1 YIEQGTEIPYLESSSSG.ATSVTFKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVN 522
NTDB id 113133 SOPEG RS30490 WP 335334084.1 SIKQGTQIPYPMTSGHGKHPSIQFKEAVLCMEVTPRILRNGRITLDLRLSQNVPGSIIKQGESQSVTIDTEEIKTQVTIA 131
NTDB id 1381 A4U84 RS02010 WP 021113424.1 SIKQGTEIPYAMYSKKEEITDIEFREAVLGLEVTPHISKQNQILLDLAISQNSPNNQIN...NTMVTIDKQEIKTQVLAK 353
NTDB id 1373 NTHI RS02645 WP 011272046.1 SIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAK 372
NTDB id 1347 HI 0435 AAC22094.1 SIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAK 372
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 NGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 NGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1186 GTF74 RS01320 WP 000788426.1 NGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 NGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 NGETVVLGGIFQHSITNSVDKVPLLGDLPLLGALFRRSYENVGKSELLIFVTPKVVIQ................ 580
NTDB id 113133 SOPEG RS30490 WP 335334084.1 DGETIVLGGIFQHQKQRSNDRVPLLADIPLVGALFKRQRANHKQRELVIFITPTRISG................ 189
NTDB id 1381 A4U84 RS02010 WP 021113424.1 HGETIVLGGIFQHLIAKGEDKVPLLGSIPVIKRLFSQSQDKISKRELVIFVTPYIVKSEKIG.AEKQK...... 420
NTDB id 1373 NTHI RS02645 WP 011272046.1 DGETIVLGGVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSAGKK. 445
NTDB id 1347 HI 0435 AAC22094.1 DGETIVLGGVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSEGKK. 445
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