
logo

MEF
M
L
A
S
G
I
N
G
R
T
V
K
N
D
E
I

E
M
V

M
P
T

R
V
H
K
YCSFCNGEKVNEQDENPEQVRKRKI LIANENGDNDGAVF ICENYECVAEGLASYQSE I IYRGEEELTKAEFEKVELPKQSHNATDELAFSKEDTVI

P
T
KPKELKLDAYI L

NTDB id 1475 Cj0275 YP 002343717.1 MEFLSIGVKIMPRKCSFCNEVENPQRRILANENDDAFICEYCVEGAYSIIYGEEKEFKEPKQSHNTEFKDITPKELKAYL 80
NTDB id 1131272 H1W98 RS03255 WP 179972768.1 ..MAGNR.NEEMVYCSFCGKNQEEVKKIIA..GNGVFICNECVALSQEIIREETAEEVL.....ADLAETPKPKELLDIL 70
NTDB id 379 SMU RS04375 WP 002262816.1 ..MAGNRTNDVTVHCSFCGKNQDEVKKIIA..GNGVFICNECVELSQEIIREELAEEVL.....ADLSEVPKPKELLAIL 71
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NTDB id 1131272 H1W98 RS03255 WP 179972768.1 NNYVVGQDRVKRALAVAVYNHYKRINFTESREDNDVDLQKSNILLIGPTGSGKTYLAQTLARSLNVPFAIADATSLTEAG 150
NTDB id 379 SMU RS04375 WP 002262816.1 DSYVIGQDRAKRALAVAVYNHYKRISFTESQDDQDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAG 151
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NTDB id 1131272 H1W98 RS03255 WP 179972768.1 YVGEDVENILLKLIQAADFNIERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPN 230
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NTDB id 1131272 H1W98 RS03255 WP 179972768.1 LTVDDLVRILTEPRNALVKQYQTLLSYDGVELEFDQDALEAIASKAIERKTGARGLRSIIEEVMMDVMFEIPSQEDVTKV 390
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NTDB id 1475 Cj0275 YP 002343717.1 I.TKEVVKDNAKALLIKRKIS 417
NTDB id 1131272 H1W98 RS03255 WP 179972768.1 RITKEAVDGKAAPVLETA... 408
NTDB id 379 SMU RS04375 WP 002262816.1 RITKKAVEGTDKPILETAS.. 410
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