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VQELGSKASHYGVEHLASGPQGFWATVMRFYLFKDENQDGKE I F IKDI EKKRLDS I SKSVATSNL IVKRMEKNGF
NTDB id 1131267 H1W98 RS02330 WP 179972686.1 MHGKDPFSDFREFINIMESRVQELGKAYGVEHLAGPQGFAVRYLFENQDKEIFIKDIEKKLSISKSVASNLVKRMEKNGF 80
NTDB id 368 SMU RS04250 WP 002263292.1 ..MKEPFSEFKNLITATERYIQELSKSHGVEHLSGPQGWTVMFLKDNQGKEIFIKDIEKRLDISKSVTSNLIKRMEKNGF 78
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NTDB id 1131267 H1W98 RS02330 WP 179972686.1 VELVTSDKDKRYKCVHLTDLGKKKAQDVGHFREAIHGQLLDGISKEDAETAFRVFHQIRKNLEKNKE 147
NTDB id 368 SMU RS04250 WP 002263292.1 ISVIPSRKDRRYKQIVLTPLGQEKAGKITVFLTDLKKLLLKDISQEDLSVARKVFKQIKQNLEKKE. 144
consensus * ***! !!*!!!***!!*!! !! * *! ** !! !! !! ! *!!*!!* !!!! *

X non conserved

X similar

X ≥ 50% conserved


