logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1131229 H1X08 RS08425 WP 084825763.1
321 STU RS10980 WP 011225448.1

48 STER RS01535 WP 011680720.1

469 HSISS4 RS01285 WP 021143546.1

51 STRSA0001 RS01280 WP 002883753.1
579 DLJ51 RS00265 WP 109982338.1

580 DLJ51 RS00275 WP 109982339.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1131229 H1X08 RS08425 WP 084825763.1
321 STU RS10980 WP 011225448.1

48 STER RS01535 WP 011680720.1

469 HSISS4 RS01285 WP 021143546.1

51 STRSA0001 RS01280 WP 002883753.1
579 DLJ51 RS00265 WP 109982338.1

580 DLJ51 RS00275 WP 109982339.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1131229 H1X08 RS08425 WP 084825763.1
321 STU RS10980 WP 011225448.1

48 STER RS01535 WP 011680720.1

469 HSISS4 RS01285 WP 021143546.1

51 STRSA0001 RS01280 WP 002883753.1
579 DLJ51 RS00265 WP 109982338.1

580 DLJ51 RS00275 WP 109982339.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1131229 H1X08 RS08425 WP 084825763.1
321 STU RS10980 WP 011225448.1

48 STER RS01535 WP 011680720.1

469 HSISS4 RS01285 WP 021143546.1

51 STRSA0001 RS01280 WP 002883753.1
579 DLJ51 RS00265 WP 109982338.1

580 DLJ51 RS00275 WP 109982339.1

consensus

s, 4 S0t 5 Rk o0 N

ekt el e TR

MNIKDSIGLRIKTERERQQMSREVLCLDGAELTVRQLIRIEKGESLPSLDKLSYIAKRLGKMTDLLDBEDNITIPDEYYE

MNIKDSIGLRIKTEREWMQQMSREVLCLDGAELTVRQLIRIEKGESLPSLDKLSYIAKRLGKSMTDLLD|sIDNITIPDEYYE
MIIKI®] GRRIKMERFREGEISFERIFCEDIANILT RQLMRIE G SLP 'L KL IADRLPFIM DLL [RINIM PD Y E

My K WU GERIKIXEREEFSQMSIN LC{e] GAJ\LTVRQL{RIE G SLP L KL
Poksk Doskskok Dok D0 Dk bl soskskonsk Dokskskon | R I T T T B B e B B B e B B I B B B e S S B B kk |k | x

N A0 TYRucER Lo ek gt 00 0EN Lo R VLR

MKNRLIKFPTYRNP RIKSKLTLIEEVYEKFFD LPEEELLTLDILENILSFTSWEESPKVEEIYEDLFEQVK KRKFST
LPEEELLTLDILENILSFTSWEESPKVEEIYEDLFEQVKRKRKF ST
LPEEELLTLDILENILSFTSWEESPKVEEIYEDLFEQVKRKRKFST

MKNRLIKFPTYRNPERIKEKLINLIEEVYEKFF LPEEELLTLDILENILSFTSWEESPKVEEIYEDLFEQVKRKRKFST

MKNRLIKFPTYRNPERIKIMKLIALIEEVYEKFF LEEEELLTLDILENILSFTSWEESPKVEEIYEDLFEQVKRK KFST

MKAR '« KFPTY[® WERIMEMKMYLI E Y XK FDELPE ELLFLD FENILMEEHMISPIPD EEIY DAF QV@ K@ Fij3

MKINR  KFPTY[GANERI[ABKLP/LTINEVIMYK FDRILPE ELLILD SJENILDEN:DYGEIPN EEIY DEFEQVIR K WF |3
Pl bk DR Dok 1 ] [ klosk Dok Do Dok DU Dok D Dk DD Dokokokoskskskskosk Dok DD D Dok Dok Do T Dok Dokok | okok

""" Al Ol

NDLLVIDYYFFHLYGRKQYDKKLFERI

NDLLVIDYYFFHLYGRKQYDKKLFERI KRVLNQEIWTDDVYNIVLFNDLMAIAALKIFHNSFSDFLTVVDKALAVIEKS
NDLLVIDYYFFHLYGRKQYDKKLFERI KRVLNQEIWTDDVYNIVLFNDLMAIAALKIFHNSFSDFLTVVDKALAVIEKS
NDLLVIDYYFFHLYGRKQYDKKLFERI KRVLNQEIWTDDVYNIVLFNDLMAIAALKIFHNSFSDFLTVVDKALAVIEKS

NDLLVIDYYFFHLYGRKQYDKKLFERI KRVLNQEIWTDDVYNIVLFNDLMAIAALKIFHNSFSDFLTVVDKALAVIEKS
WD YIIYIGI@L QQCRKDS DY YIATIFKRRIE

NP YR YES)EL QECRNEAS)RREIIK QMEQ
Dok Dokoskook |okokokokokokokokokok | Dok Dok Dokok Dokokokook Dok b Pokokok Dok D D osksiskokokok Dokook | orskokok | ] skokookook ok skokokokokok | okoskokok | *

(Vs eulone e g o sy EDowees ket

QLYSYKPSVFVLKAKYELLHKENKKEAAENYDKAIMFASVLEDSVLEESIKAGKMADGL S 299
QLYSYKPSVFVLKAKYELLHKENKKEAAENYDKAIMFASVLEDSVLEESIKAGKIMADGL S 299
QLYSYKPSVFVLKAKYELLHKENKKEAAENYDKAIjJFASVLEDSVLEESIKAGKISADGL NS 299

299

IWYSYKPSVFVLKAKYELLHKNKKEAAENYDKAIMFASVLEDSVLEESI AGKJVADGL S 299
(IFPERANV GEL EIMEVNGY YK V VIBRME KINK LN QRY:S I LG D SN SBie)P T T ADMSMM EMK NIDIESRD E 301
AINHIRGYA G LEIREINGYYMK T AKBYSDRIAKKLMQ QI NEK LGEMMNRP Al T ADIRAMEMK NDJeME . 300
Posksksk D Dskoskoisksk Dok D1 Dskskskokokokok §skok |oskoosk Doskok |oskoskoskoskoskok 1ok |oskoskok ok ko xxx k1%

QﬁYSYKPSVFVLKAKYELLHKENKKEAAENY KAIMFASVLEDSVLEESTKAGKEIADGL [
Q

X non conserved
B similar
> 50% conserved

160
160
160
160
160
160
160

240
240
240
240
240
240
240



