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SP RS04730 WP 000387344.1
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SPR RS04295 WP 000387330.1
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B similar
>50% conserved

SEKEVISNKEEKEEPLEQ

EKEV|S(KEEKEEPLEQ
SEKEV KEEKEEPLEQ
SEKEV KEEKEEPLEQ
SEKEV KEEKEEPLEQ

NI T LA TR .. SEMEEEEDED

EK ViKEEKEEP EQ

r

T
QVSDKx
I TVDVKGAVERYPG 'YRNLYUEAG RVIADY) ' QIXAGG  TEWAD 'KS 'NLAEN] ' SDEIY Y VESYKIENAUSAAMI() T GING[AASINICY

231
231
216
216
216
216
216
216

160
160
145
145
145
145
145
145



