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NTDB id 259 KZH43 RS03480 WP 000491790.1 ....MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIK.. 74
NTDB id 218 SPD RS03780 WP 000491790.1 ....MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIK.. 74
NTDB id 184 SPR RS03565 WP 000491790.1 ....MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIK.. 74
NTDB id 148 SP RS03910 WP 000491790.1 ....MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIK.. 74
NTDB id 1131095 H0514 RS05840 WP 179973133.1 MLTKFFNYLFRRIKSDGFKSFIHFFATFSGIFLIMTVMILQILRYGVYSNVDSSLKEAVTKTNSYLEMEMLKREFFLTSD 80
NTDB id 363 SMU RS05195 WP 002262215.1 ....MLIKLRKQKQDENISFFSHFFAVFTGIFFVMTVIIIQVMHFGIYSSVDNSLKIATENVNDYVNMTLSHNNPITEAE 76
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NTDB id 259 KZH43 RS03480 WP 000491790.1 ....................DLEN..........ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEK 124
NTDB id 218 SPD RS03780 WP 000491790.1 ....................DLEN..........ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEK 124
NTDB id 184 SPR RS03565 WP 000491790.1 ....................DLEN..........ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEK 124
NTDB id 148 SP RS03910 WP 000491790.1 ....................DLEN..........ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEK 124
NTDB id 1131095 H0514 RS05840 WP 179973133.1 VDQNNTATIYQEYDSKASLDKIPNSGVYKTKSKKIKSKIEDAPHDLTVAANTSVLVLDKNGKALNVVDKFSSLSNLPIDK 160
NTDB id 363 SMU RS05195 WP 002262215.1 N.............GDA.........SFKV............KSNGQMAANTDTILYDKKHNVINNVNAFSSLYHIRPKL 122
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NTDB id 259 KZH43 RS03480 WP 000491790.1 KELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLAR 204
NTDB id 218 SPD RS03780 WP 000491790.1 KELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLAR 204
NTDB id 184 SPR RS03565 WP 000491790.1 KELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLAR 204
NTDB id 148 SP RS03910 WP 000491790.1 KELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLAR 204
NTDB id 1131095 H0514 RS05840 WP 179973133.1 NTIDVISKGSAQNYFDQTENYRLITEKVD.NSFYPDAKYVVIAINTTQLEEATERYVKLIVIMMSFFWLLSIAASLYLAK 239
NTDB id 363 SMU RS05195 WP 002262215.1 KDIGDIVEQEAKNIYGQTEKYRTVTVKVN.NDFYPQIKFATIVINTTQLEEANTRYVTIIISVMIVFWLISVIASVYLAK 201
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NTDB id 259 KZH43 RS03480 WP 000491790.1 VSV.......................RPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSL 261
NTDB id 218 SPD RS03780 WP 000491790.1 VSV.......................RPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSL 261
NTDB id 184 SPR RS03565 WP 000491790.1 VSV.......................RPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSL 261
NTDB id 148 SP RS03910 WP 000491790.1 VSV.......................RPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSL 261
NTDB id 1131095 H0514 RS05840 WP 179973133.1 WSRRPIQESLEKQTIAASLYLAKWSRRPIQESLEKQKTFVENASHELRTPLAVIQNRLESLFRKPESTILDNSENIAYSL 319
NTDB id 363 SMU RS05195 WP 002262215.1 WSQ.......................KPILENYEKQKSFVENASHELRTPLAVLQNRLESLFRKPEATILDSSESIASSL 258
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NTDB id 259 KZH43 RS03480 WP 000491790.1 EEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDN 341
NTDB id 218 SPD RS03780 WP 000491790.1 EEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDN 341
NTDB id 184 SPR RS03565 WP 000491790.1 EEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDN 341
NTDB id 148 SP RS03910 WP 000491790.1 EEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDN 341
NTDB id 1131095 H0514 RS05840 WP 179973133.1 DEVRNMRLLTTNLLNLTRRDDGIKPEIETLDSSFFDKVFTNYATIAEESEKVFTAQNQVGRSIKTDKTLLKQLMTILFDN 399
NTDB id 363 SMU RS05195 WP 002262215.1 EEVRNMRMLTANLLNLARRDDGIKPEITEIQPRFFDDTFKNYEMIARENGKKLHIINKVNRQIKTDKTLLKQLMTILFDN 338
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NTDB id 259 KZH43 RS03480 WP 000491790.1 AVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVK 421
NTDB id 218 SPD RS03780 WP 000491790.1 AVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVK 421
NTDB id 184 SPR RS03565 WP 000491790.1 AVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVK 421
NTDB id 148 SP RS03910 WP 000491790.1 AVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVK 421
NTDB id 1131095 H0514 RS05840 WP 179973133.1 AIKYTEDDGQVILAVRTNDRHLYITVADNGPGIADEDKKKIFDRFYCVDKARTRQKGGFGLGLSLAQQIVLALKGTIIVK 479
NTDB id 363 SMU RS05195 WP 002262215.1 AVKYTDNDGEIWLDVKTTDRSLIFSVADNGQGISDEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQITDSLKGSIIVK 418
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logo DKNQKPQKGVTMI FEAVRKLI LTAAGINVQKTPSKKKK
NTDB id 259 KZH43 RS03480 WP 000491790.1 DNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 218 SPD RS03780 WP 000491790.1 DNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 184 SPR RS03565 WP 000491790.1 DNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 148 SP RS03910 WP 000491790.1 DNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 1131095 H0514 RS05840 WP 179973133.1 DNQPKGTIFEVKITGV....... 495
NTDB id 363 SMU RS05195 WP 002262215.1 DKKPQGVMFEARLLANK...... 435
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