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NRAQVDIIDCGVA LAM FGYYGSY BJLA

ALREARTT:TTALROAEECEE RAIAD TLEDLEDLTE e LAYV ks A

MLREL KTIWWQGTTALG VIHIAISY GFETR IKADMTLFDMUDLT PF \WHV K& LEHYYVVNGEIL [N

TLREKAKTTNDGTTALGLVKVAEG NFETRAEKADM LFDLJX PF AH LK GKLLHYYVVTGQDKH IHIADPDP(]
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDK@SIHIADPDPG
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG
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PDQIEASTLG I IGL IgYI AISEYLLEWVLSIRRL\YIDVILSYIKH FQSLPMSFFATRRTGEIQSRFTDAN[NII
TLG ISIGL IVYILQQ.LSYAQEYLLLVLGQRLSIDVILSYIKHVFQLPMSFFATRRTGEIVSRFTDANRII
VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII
VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII

VPDQMRSTLGIISIGLVIVYIQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII
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VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII
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DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,

DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET)

ok o K K * Sk kAR ok 1 Lok Lok Lok D1 Dok Lok | 1ok ) NN

AL TSESoRk DUERDY sl MNel LAl Dok SLEAL LA

I(SIRR VK ERAMRIENSE V K IZHPDMANQSSI L SIE VMWK L T(8]D LKTEVQL FRRUEIRRYYIEENQIRM@UI . . . . .. ...............
IKSLTSESIMRYQNIDEEFVDYLIBKRFIN: P& MOWALKEIEA L LNVWYILWNG RILVMDWKMS GQLIT NELLEYF N
IKSLTSEQRYQKIDKEFVHYLKKSFRY[ER ESLQKMLKAAA L LNVJRILWRGANLVMDNKIMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN

ARG ORUNE LS FERKueDL S D Y YR SD N i e

| DIF QVEIYKYGYGH VLS I L[
PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVEYKYGYGRDVLEADINLT
PLENIINLQTKLQTAQVANNRLNEVYLVSEFEEKKTVEDLSLMKG MTFKQVYYKYGYGRDVLSDINLT
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100 ATTLAR VY921 CMLOLCR AL AKEYRMCTLELEARETTRDI

GEASGSGKTTLAKIIVNEFY PRISGH 1 RIGR| LEQYIDKWALREEBIIBYLPQQEYVFEG I 'NL LGAKEGT QEDI RA[§E
G SGSGKTTLAKMMVEFYRAPRQG I[LGGVNLNQ DKRALRQYINYLPQQPYVFNGTILENLLLGA EGTTQEDILRAVE
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTIL NLLLGAKEGTTQEDILRAVE
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE

GISGSGKTTLAKMMVNFYDPSQGEISLGEVNLNQIDKKALRQYINYLEQQPYVFNGTILENLLLGAKEGTTQEDILRAVE
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE

GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE|
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AETRSIDIEMMP[N[§YOTELHSDGAGISGGQ QRIALARALLTMAPVLILDEATSSLDILTEK I ENL
LAEIRGDIERMPLNYQTEL DGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRI DNL
LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAP LILDEATSSLDILTEKRIVDNL

LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL

* * * * %

X non conserved
B similar
>50% conserved
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