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NTDB id 1021 ACIAD RS00975 WP 004930462.1 MITILSSHHYHTIKVWYVLQHSLSGFKKLIHYFGDCETALQPQRLSDWQKLG.......LHANHLKRLEEVHTLQGQQQF 73
NTDB id 626 LCA RS04960 WP 011374694.1 ....MLTKNQLLLKV.....HLAAGF...........GTISELRLAAWLSTSHNWALSALEIAQIARLPERYWPTFQASF 60
NTDB id 599 KW2 RS05940 WP 021037268.1 .....MITNFDLFRW......KKAGM...........TNLGVNKLLKFFRK.YDRKISLRQMGQVAQV..KSIPNFIEQY 55
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ....MKITNYEIYKL......KKSGL...........TNQQILKVLEYGEN.VDQELLLGDIADISGC..RNPAVFMERY 56
NTDB id 497 SM12261 RS05565 WP 000705318.1 ....MKITNYEIYKL......KKSGL...........TNQQVLAVLEYGEN.VDQELLLGDIAEISGC..RNPAVFMERY 56
NTDB id 267 KZH43 RS05590 WP 000705306.1 ....MKITNYEIYKL......KKSGL...........TNQQILKVLEYGEN.VDQELLLGDIADISGC..RNPAVFMERY 56
NTDB id 226 SPD RS05990 WP 000705306.1 ....MKITNYEIYKL......KKSGL...........TNQQILKVLEYGEN.VDQELLLGDIADISGC..RNPAVFMERY 56
NTDB id 192 SPR RS05715 WP 000705306.1 ....MKITNYEIYKL......KKSGL...........TNQQILKVLEYGEN.VDQELLLGDIADISGC..RNPAVFMERY 56
NTDB id 157 SP RS06205 WP 000705306.1 ....MKITNYEIYKL......KKSGL...........TNQQILKVLEYGEN.VDQELLLGDIADISGC..RNPAVFMERY 56
NTDB id 1131026 H0510 RS04335 WP 179967040.1 ......MNNFELFKL......KAAGL...........TNLNILNILDYQKN.QDKKLSLRDMAVVSKS..KNAVLFMEKY 54
NTDB id 407 SMU RS04605 WP 002262865.1 ......MDNFQLFKL......KKAGL...........TNLNILNIIDYEER.TQKSLSLRDMAVVSKN..KKPLIFMEHY 54
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 EKMLAQLQTHTDFI....VTPDDPAYPSQLIPYQDRPPILFGQGSIQSLIQPQIAVVGSRKPSPHGRQVAYDFSYFLSEK 149
NTDB id 626 LCA RS04960 WP 011374694.1 QSTTLQRQCIDHEVRTTYLTILDKDYPQRLLETYLPPVLLFYRGDLRLLKQPCLAVVGARQATHYSKQSLEQLLQG.LTA 139
NTDB id 599 KW2 RS05940 WP 021037268.1 KNQDV.KKLRADYKKFSSFSILDDLYPERLREIYNPPVLIFYQGNIDLLKNPKLAFVGSRLAGQSGIKSVQKIVTE.LNQ 133
NTDB id 525 SMSK321 RS06295 WP 000705298.1 FQIDD.AHLEKEFKKIPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRSCSKQGAKSVEKIIQG.LEN 134
NTDB id 497 SM12261 RS05565 WP 000705318.1 FQIDD.AHLEKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQG.LEN 134
NTDB id 267 KZH43 RS05590 WP 000705306.1 FQIDD.AHLSKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQG.LEN 134
NTDB id 226 SPD RS05990 WP 000705306.1 FQIDD.AHLSKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQG.LEN 134
NTDB id 192 SPR RS05715 WP 000705306.1 FQIDD.AHLSKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQG.LEN 134
NTDB id 157 SP RS06205 WP 000705306.1 FQIDD.AHLSKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQG.LEN 134
NTDB id 1131026 H0510 RS04335 WP 179967040.1 KNLDV.KQLKKDFQRFPTLSIFDKEYPIELKHSYNPPVLLFYQGNIDLLIKPKLAVVGARKCSETGKQSVRKIVHE.LGN 132
NTDB id 407 SMU RS04605 WP 002262865.1 KNLDS.KALRKEFNRFPSLSILDKEYPLELKNIYNPPVLLFYQGDLDLLARPKLAVVGSRNASQMGVAAVKKIIQD.LSK 132
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 GFYITSGLAHGIDEAAHQGSLVH.HRAIAVVGTGLDLCYPSGNKALKQHIRDQGGAIVSEFLPGTPPLQAHFPRRNRIVS 228
NTDB id 626 LCA RS04960 WP 011374694.1 .TTIISGLAQGADAMAHEVALQRGLAPIGVIGTGINCSYPPQNEHLQQVVAE.KGLLLSEYALGTPARRYQFPARNKIIA 217
NTDB id 599 KW2 RS05940 WP 021037268.1 SFTIVSGLAKGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAK.YQLVLSEYSLGEKPLKYHFPERNRIIA 212
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYISN.DHLVLSEYGPGEQPLKFHFPARNRIIA 213
NTDB id 497 SM12261 RS05565 WP 000705318.1 ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGN.DHLVLSEYGPGEQPLKFHFPARNRIIA 213
NTDB id 267 KZH43 RS05590 WP 000705306.1 ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGN.DHLVLSEYGPGEQPLKFHFPARNRIIA 213
NTDB id 226 SPD RS05990 WP 000705306.1 ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGN.DHLVLSEYGPGEQPLKFHFPARNRIIA 213
NTDB id 192 SPR RS05715 WP 000705306.1 ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGN.DHLVLSEYGPGEQPLKFHFPARNRIIA 213
NTDB id 157 SP RS06205 WP 000705306.1 ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGN.DHLVLSEYGPGEQPLKFHFPARNRIIA 213
NTDB id 1131026 H0510 RS04335 WP 179967040.1 AFTIVSGLARGIDTCAHMEALKNKGNTIAVIGTGLDVYYPKENKALQDYMAK.NHLVITEYGPGEQPLKYHYPERNRIIS 211
NTDB id 407 SMU RS04605 WP 002262865.1 QFVIISGLARGIDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYIAK.NHLLLSEYEAQSQPLKYHFPERNRIIA 211
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NTDB id 626 LCA RS04960 WP 011374694.1 GLCHSLIVTEARHKSGSLITANLALQANRNVYAIPGRIDQSLSQGCNQLIAAGATPLLDKNILIEELRYFD......... 288
NTDB id 599 KW2 RS05940 WP 021037268.1 GLSRGVVVVEAKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN.......... 282
NTDB id 525 SMSK321 RS06295 WP 000705298.1 GLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF........... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 GLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF........... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 GLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF........... 282
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NTDB id 192 SPR RS05715 WP 000705306.1 GLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF........... 282
NTDB id 157 SP RS06205 WP 000705306.1 GLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF........... 282
NTDB id 1131026 H0510 RS04335 WP 179967040.1 GLCQGVMVVEAKLRSGSLITCERAMEEGRDVFAIPGNILDGKSDGCHHLIQEGAKCITTGFDIISEFS............ 279
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