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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
NTDB id 113100 M673 RS11160 WP 061976134.1 .MAGSVNKVILVGNLGADPEIRRLNSGDAVANLRIATSETWRDKASGERKERTEWHSVVIFNDGLVKVAEQYLKKGAKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
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NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGK.DGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQEA.YQRPAQQS..RQP......A. 140
NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGK.DGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQEA.YQRPAQQS..RQP......A. 140
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQ.NGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQ.......GSGWNQAPAQTNYNQGGYSDNYAQ 145
NTDB id 113100 M673 RS11160 WP 061976134.1 IEGQLQTRAWDDQQSGQKRYTTEIVLQRFRGELQMLDGRGEGGGGGAEGGGYDRGAGGGGGYDRGGSGGRSGGGGG.... 155
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQ.SGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGSWGQPQQPA..KQ......... 147
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NTDB id 1131 NGFG RS05740 WP 003695064.1 .PDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 .SDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 113100 M673 RS11160 WP 061976134.1 ...GRSGGGGSGGGYGGGSGGGGRPSNDMDDEIPF 187
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ...HQPMQQSAPQQY..SQPQYNEPPMDFDDDIPF 177
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