
logo MNDFEAKI ETAAFYENLLLEDNVCQTR I
LENTDQLGHTHALYDAL I EQNSAYCYLGAEVGANDEDLF I IKKENNEKKLRAQLNLSKEEWRRASFQFLI F IKLAGTQLS

NTDB id 1130932 H0506 RS08495 WP 011226622.1 MNFEAIETAFELLLENVQTIENDLGTHAYDALIEQNSYYLGAEVANELIIKNNEKLRALNLSKEEWRRAFQFLFIKLGQL 80
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
consensus !*!!*!!*!**!!!*!*!**!**!*!!*!!!!!!!!**!!!!!*!***!**!!*!!!*!!!!!!!!!!*!!!*!!!**!*

logo

E
Q
A
QLQASNHQFTPDAS IGF I I LYLLEGLTQNEKKSQLDI LI E IGSGTGNLAETLI LVNNSQSKTSLINDYI

MGMIEVDDLL IDLSAS IAEDVVLNDSVS
NTDB id 1130932 H0506 RS08495 WP 011226622.1 EALQANHQFTPDAIGFIILYLLEGLTQEKQLDILEIGSGTGNLAETLLNNSQKTLNYMGMEVDDLLIDLSASIAEVVNSV 160
NTDB id 392 SMU RS09000 WP 002263442.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS 160
NTDB id 401 FSA28 RS09370 WP 002291646.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSS 160
consensus **!!*!!!!!!!*!!!!!!!!!!!!!***!!!!*!!!!!!!!!!!!**!!!*!***!*!*!!!!!!!!!!!!!!*!**!*
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V I I SDLP I
VGYFYPNDEKIASQRFYKQVAATKGLEGHTYAHHLLMEQSLKYLKKDEGI

LA I FLAPTVNDLLTSPEQ
NTDB id 1130932 H0506 RS08495 WP 011226622.1 AVYIQGDAVRPHILKESNVIISDLPIGYYPNDEIASRFKVAATGEHTYAHHLLMEQSLKYLKKDGIAIFLAPTNLLTSPQ 240
NTDB id 392 SMU RS09000 WP 002263442.1 VHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
NTDB id 401 FSA28 RS09370 WP 002291646.1 VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
consensus ****!*!!!!!*!!!!!**!!!!!!*!*!!!!*!!*!**!!!***!!!!!!!!!!!!!!!!!!*!*!!!!!!**!!!!*!

logo SDPLLKKWLSQGNYNAVDTI ILAVITSLPEAAI FGKNQKHSNMIKS I FVLKKQTSKQNQASPLETSFVYPLSTDLQNDPRE I
VLKRDRFTMEKNFQKKWKSEDNSVI

F
F

NTDB id 1130932 H0506 RS08495 WP 011226622.1 SDLLKKWLSGYADIIAVITLPEAAFGNKHNMKSIFVLKKQTKNAPETFVYPLSDLQNPRILKDFTENFQKWKSDNSIF 318
NTDB id 392 SMU RS09000 WP 002263442.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF. 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF. 317
consensus !*!!!!!!*****!*!!!*!!!!*!**!*!*!!!!!!!!!*****!*!!!!!*!!!*!**!**!**!!*!!!*!!**
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