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NTDB id 1130821 HO0502 RS10585 WP 269149495.1 . . . . . . i i i e e e e e e e e e e e e e e e e 0

NTDB id 358 SMU RS01425 WP 002263523.1 400
NTDB id 421 SGO RS10260 WP 012131060.1 356
NTDB id 483 SM12261 RS00275 WP 000668315.1 356

NTDB id 511 SMSK321 RS10730 WP 000668322.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET] 356

NTDB id 247 KZH43 RS00220 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDING IETeelsts
NTDB id 206 SPD RS00235 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETelsts
NTDB id 171 SPR RS00230 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDING IET|elsts

NTDB id 131 SP RS00255 WP 000668284.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET 356
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NTDB id 1130821 HO502 RS10585 WP 269149495.1 13
NTDB id 421 SGO RS10260 WP 012131060.1 Q 436
NTDB id 483 SM12261 RS00275 WP 000668315.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN 436
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NTDB id 358 SMU RS01425 WP 002263523.1 480
NTDB id 511 SMSK321 RS10730 WP 000668322.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYF T Nues(s

NTDB id 247 KZH43 RS00220 WP 000668290.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYF T Nes(d]
NTDB id 206 SPD RS00235 WP 000668290.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYF T N Rl
NTDB id 171 SPR RS00230 WP 000668290.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYF T Neie(d]
NTDB id 131 SP RS00255 WP 000668284 .1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYF T N es(d)
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NTDB id 1130821 HO0502 RS10585 WP 269149495.1 89
NTDB id 358 SMU RS01425 WP 002263523.1 P ENIINLQ KLQ AVAN RLNEVYLVSEFE S FLDI F 560
NTDB id 421 SGO RS10260 WP 012131060.1 PLENIINLQTKLQ ABRVANIIRLNEVYLVISSEFEEKKIR DL Sj:828 Dis)F VYKYGYG VLS I LIPGSK FV| 516

NTDB id 483 SM12261 RS00275 WP 000668315.1 PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVEYKYGYGRDVLIMDINLTIPQGSKVAF VNS
NTDB id 511 SMSK321 RS10730 WP 000668322.1 PLENIINLQTKLQTAQVANNRLNEVYLVSEFEEKKTVEDLSLMKG MTFKQV{YKYGYGRDVLSDINLTIPQGSKVAF VSIS

NTDB id 247 KZH43 RS00220 WP 000668290.1 516
NTDB id 206 SPD RS00235 WP 000668290.1 516
NTDB id 171 SPR RS00230 WP 000668290.1 516
NTDB id 131 SP RS00255 WP 000668284.1 516
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NTDB id 1130821 H0502 RS10585 WP 269149495.1 166

NTDB id 358 SMU RS01425 WP 002263523.1 R NL LGAKEGT QEDI RA[E 640
NTDB id 421 SGO RS10260 WP 012131060.1 G SGSGKTTLAKMMVEFYRAPRQG I[LGGVNLNQ DKRALRQYINYLPQQPYVFNGTILENLLLGA EGTTQEDILRAVE 596
NTDB id 483 SM12261 RS00275 WP 000668315.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTIL NLLLGAKEGTTQEDILRAVE 596
NTDB id 511 SMSK321 RS10730 WP 000668322.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE 596

NTDB id 247 KZH43 RS00220 WP 000668290.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE 596
NTDB id 206 SPD RS00235 WP 000668290.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE 596
NTDB id 171 SPR RS00230 WP 000668290.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE 596

NTDB id 131 SP RS00255 WP 000668284.1 GISGSGKTTLAKMMVNFYDPSQGEISLGEVNLNQIDKKALRQYINYLEQQPYVFNGTILENLLLGAKEGTTQEDILRAVEEI
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