logo

NTDB id 1130754 HO505 RS08505 WP 084831205.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

logo

NTDB id 1130754 HO505 RS08505 WP 084831205.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

logo

NTDB id 1130754 HO505 RS08505 WP 084831205.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

logo

NTDB id 1130754 HO0505 RS08505 WP 084831205.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

O T T O o ML W T

M FERIENA [LLL NQYQpy ENPILETHERYDALIEQN MYLGAEA IHINUNNIRKLRINLNLSKEEWRR FQF FIKIHgQ)R
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
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NNS[NK YMG EVDDLLIDLSASIA V Sjj
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSS
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Vil QEDAVRPBIILKES VIISDLP G YPNDIAIASR ISVAANGIHTYAHHLLMEQSLKYLKK G AIFLAPjy LLTS)gQ
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ

el Lotz 5L EPRS VAot L R b
SIJLLKKWLEIepgANT AVI LPEARIFl® KEIN KSIFVLKKQ |y |§E FVYPL DLQ PRIVL WFgaNFEKWKEDNEESS
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVFR
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF

X non conserved
B similar
>50% conserved
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