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NTDB id 1130511 HO501 RS07420 WP 014608614.1 SKNNRUARCEYNYV NIZEARYTINK EHNAY T b VRN ELNeIe My DY SR A Sl ENRINAYA NIMDIINVSVLDQTSTGQVSDKG 160
NTDB id 300 STER RS07485 WP 011681496.1 RNV V NIENRYTIRK A[CHNAYUT )V ENR ELNee o DM SRR WA A SIS ENRINVAYA NIMDIENVSVLDQTGTGQVSDKG 160

NTDB id 521 SMSK321 RS04960 WP 000443804.1  |DSRRUARCCY RNy LeaRan)i SIUER ARIDY RGNl RNATIRN IR IRV QUSHIVYRAQA NN NS AN HYY . . . . . . GEJGEY 145
NTDB id 493 SM12261 RS04300 WP 000387351.1  |DIRNRHAICTAASILCAR AN AAUCRAR YRR QNS REARVIN) IR ARV QU VYRR ARSI ARINNA . . . . .. GIZGT 145
NTDB id 153 SP RS04730 WP 000387344.1  |DRRAUARCVRAE e an) B e AR YRR G NI RNATNR IR W RN QUSSR QNN Ny VSTl . . . . . . GNIGT 145
NTDB id 263 KZH43 RS04195 WP 000387330.1 |DSRAARCTRA G LR ) R e S ARIDYRAR) G eI RN A TR IR ARV QUSSR QAN N Ny Ve . . . . . . GIHG T 145
NTDB id 222 SPD RS04535 WP 000387330.1 |DIRNKOASCTAASI AR R A AUCR AR DY AR QN R ARV IR ARV QU VA RA AR (o VISTNINgY . . . . . . GIRG T 145
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NTDB id 1130511 HO501 RS07420 WP 014608614.1 231
NTDB id 300 STER RS07485 WP 011681496.1 Q Q 231
NTDB id 521 SMSK321 RS04960 WP 000443804.1 JRSSI¥SK KK NLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 153 SP RS04730 WP 000387344.1 ASSINSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 ASS SKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 222 SPD RS04535 WP 000387330.1 ASS SKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 188 SPR RS04295 WP 000387330.1 ASS SKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
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