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NTDB id 241 SP RS04015 WP 000882523.1 REEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVI 453
NTDB id 1130493 H0501 RS03155 WP 011225684.1 RDEDFEKAAYFRDQIAKYKEMQQ......QTIKDQDMPIITEKHIEAIVEQKTNIPIGDLKEKEQSQLLNLADDLKAHVI 448
NTDB id 378 SMU RS02690 WP 002263569.1 RDEDYEKAAYFRDQIAKYKEMQS......AKLDKENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDLKTRVI 454
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NTDB id 297 STER RS00545 WP 011680614.1 ISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVI 521
NTDB id 329 STU RS10020 WP 011225298.1 ISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVI 521
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