VAR LY LLCAST AETOIEIAh DR ..., HEUATHEEE

NTDB id 1130452 STHERMO RS07280 WP 179970517.1 80
NTDB id 300 STER RS07485 WP 011681496.1 80
NTDB id 521 SMSK321 RS04960 WP 000443804.1 AME IIEKIKEYKIIVICTGLGLLVGGFFLLKPAPJ|ITH 71
NTDB id 493 SM12261 RS04300 WP 000387351.1 . 71
NTDB id 153 SP RS04730 WP 000387344.1 AMEATITIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTH K 71
NTDB id 263 KZH43 RS04195 WP 000387330.1 BMEAITEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTH 71
NTDB id 222 SPD RS04535 WP 000387330.1 NMEAITEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTH 71
NTDB id 188 SPR RS04295 WP 000387330.1 NMEATIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTH 71
consensus E

LTINS LSO LR T A

NTDB id 1130452 STHERMO RS07280 WP 179970517.1 SK TVDVKGAVERIPG 'YRYLKYNG  RVQNDA 'QIXAGG TEWAD ' KS 'NLAEL®] SDEJX 'Y VESUKI/ENRASARNIQ) T GG (RSN 160
NTDB id 300 STER RS07485 WP 011681496.1 ) TVDVKGAV\RYPG YPNLEOAG RVDj 'QIMAGG TEBJAD | KS NLALY] SDEJ Y VISYKINENMENAMQ T GpyGlaAEIILE 160

NTDB id 521 SMSK321 RS04960 WP 000443804.1 DLITVDVKGAVKSPGIYDLEVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEE E\SPH 145
NTDB id 493 SM12261 RS04300 WP 000387351.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEARSH 145
NTDB id 153 SP RS04730 WP 000387344.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAYSE 145
NTDB id 263 KZH43 RS04195 WP 000387330.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEANSE 145
NTDB id 222 SPD RS04535 WP 000387330.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAYSH 145
NTDB id 188 SPR RS04295 WP 000387330.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEANSEH 145
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NTDB id 1130452 STHERMO RS07280 WP 179970517.1 231
NTDB id 300 STER RS07485 WP 011681496.1 Q Q 231
NTDB id 521 SMSK321 RS04960 WP 000443804.1 J3SSI¥SK KK NLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 ASSWSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 153 SP RS04730 WP 000387344.1 ASSINSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 ASS SKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 222 SPD RS04535 WP 000387330.1 ASS SKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 188 SPR RS04295 WP 000387330.1 ASS SKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
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