
logo MESADAFNAQNSFLKVLMVI
VDDSKNTIRRSTAE I

T
F
LLKQQREGGCHEVI

L
L
TAEVDGFDEALASKI

V
A
K
D
E
A
F
N
QPDQI

L
I
VFCVDI LMMPKRLDGYQTCAI

L IKNRNSAQHNFYQS
NTDB id 1130410 L1X59 RS15695 WP 234686884.1 MSAANASFKVLVVDDSNTIRRSAEIFLKQGGHEVLLAEDGFDALAKVKDFQPQLIFCDILMPKLDGYQTCAIIKRNAHFS 80
NTDB id 1047 H0N27 RS03110 WP 000389061.1 MEDAFQNLKVMVIDDSKTIRRTAETLLQREGCEVITAVDGFEALSKIAEANPDIVFVDIMMPRLDGYQTCALIKNSQNYQ 80
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NTDB id 1130410 L1X59 RS15695 WP 234686884.1 DTPIVMLSSKDGVFDKARGRMVGCQEYLTKPFSKDQLLQAVQQFGRTA 128
NTDB id 1047 H0N27 RS03110 WP 000389061.1 NIPVIMLSSKDGLFDQAKGRVVGSDEYLTKPFSKDELLNAIRNHVSS. 127
consensus !**!!!!!!!*!! !*!!*!!* !!!!!!!!!! !!*!* ** **

X non conserved

X similar

X ≥ 50% conserved


