
logo MKPQGSLQSLRLVSQHLASLTPQLQQS IQRLLQLSTI
LELAQQEVEQAMLGTDENPFLLELRAENTEEWGLDGNTDSAARAIGSAEPGGAGADEGASDVNSAFALDQSRS

NTDB id 1130399 L1Z78 RS27495 WP 234639471.1 MKPGLSLRVSQHLSLTPQLQQSIQLLQLSTLELAQEVEQMLGDNPFLELATEEGGNDAAAGSAEPGGAGAEGADSFADSR 80
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIG........ADGSVNALQSS 72
consensus !!* ! !!*!!!! !!!!!!!!! !!!!!!*!! !!!!! ! *!! !! ! ! !********!*! !
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NTDB id 1130399 L1Z78 RS27495 WP 234639471.1 ADAPAATAEWEPSAEASAGDAVEASGTAESLSWEGDGQGTSGSDDRDWGSDAPSSRTRGQGDDDETDATELARSGESLTD 160
NTDB id 1425 RS RS02020 WP 011000369.1 SATPLPTESPPPAAN.GA.DH..ADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQ..SDEDDRAPMQLREAEPTQRE 146
consensus ! *! **! ! * !*!***! ! ! !** !! ! * ** ** !*!* * ! ** *
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NTDB id 1130399 L1Z78 RS27495 WP 234639471.1 HLHRQALSLRLGEVDRAALRFLIENLNDDGYLEDPIEELAQGLAADDMEEREELVHRFTVALRLLQSLEPVGVGARDLAE 240
NTDB id 1425 RS RS02020 WP 011000369.1 FLMEQLAPLKLSPRDKGLVIFLIESLDDEGYLTGSLDEILADLPAEL....EVELDELQAALRMLQSFDPAGIGARSAAE 222
consensus *!* ! *!*! * !** * !!!! ! !*!!! ***!* !*!* ****! ** !!!*!!! *! !*!!! !!

logo CLTLQLQRDRLDLASDPAKRREGDGGSEDEDRQAVLPRLTALDTICVANQHPLMDELLAARRDLYRTKRLAKKSALCLGSAVDRDEEGERLKRAEAHLAEL IARRSLAEPFRPGHRAR
NTDB id 1130399 L1Z78 RS27495 WP 234639471.1 CLTLQLRDLLADARREGDGGSEDEDRQAVLRTALDICAQPMDLLARRDLRKLASLCGAREERLREALALIARLEPRPGRR 320
NTDB id 1425 RS RS02020 WP 011000369.1 CLTLQLQRLDSPAK................PLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHA 286
consensus !!!!!! ! *!****************** !! !* ! **!!! !! *! * * !* !* !! ! ! !!*

logo FAGDRAVEQARDQFI IVVPDVI
VVRKPTVARASGAGRVEGFWMSAVQLNPDVMPRLR I
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MYAQSAI LRSHSRGESESGAHAANLQQKRLQEARWFL IKNIQQRFD
NTDB id 1130399 L1Z78 RS27495 WP 234639471.1 FADVQRQIIVPDVIVRPVRSGAGRVEFSVQLNPDVMPRLRVHDIYASALRSHRGSEGHAALQQRLQEARWFIKNIQQRFD 400
NTDB id 1425 RS RS02020 WP 011000369.1 FGRAEADFVVPDVVVRKTAA.....GWMAQLNPDVMPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFD 361
consensus !* *!!!!*!!* ***** * !!!!!!!!!!!**!*!! !!!*!! !*! !!!*!!!!!! !!!!!!!!!

logo TI LRVSQAIVERQKNSFFTVHGE I
LAMRPLVLRDE IADATLGLHESTI SRVTTANKYMATPMQGTFYELKYFFGSGHLVGSTEATGGANASST

NTDB id 1130399 L1Z78 RS27495 WP 234639471.1 TILRVSQAIVERQKNFFVHGELAMRPLVLRDIADALGLHESTISRVTTAKYMATPQGTYELKYFFGSGLGTEAGGNASST 480
NTDB id 1425 RS RS02020 WP 011000369.1 TILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASST 441
consensus !!!!!!!!!!!!!! !! !!!*!!!!!!!!*!!! !!!!!!!!!!!!! !!!!!! !!*!!!!!!!!** !! !! !!!!

logo AI
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LADELMLGKEQGFI EVCVARRTVAKYREALLKIPAPTVNTLRKASL
NTDB id 1130399 L1Z78 RS27495 WP 234639471.1 AVRALIKQFVSAEDPRKPLSDNQLADMLKEQGIECARRTVAKYRELLKIPPTTLRKAL 538
NTDB id 1425 RS RS02020 WP 011000369.1 AIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus !*!!!!!! ! !!!!* !!!! *!**! !!! *!!!!!!!!!! !!!!* !!! !
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