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NTDB id 1130390 L1Z78 RS22520 WP 234638565.1 MFSFFKKKPTPPSAAE..ISPADRSA.V.PDQAGIPTPPAPDKASA....PPAADAAAAEAGGASSWWR.....KPFGGG 67
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
consensus !!!!!**!* ****! ** * * !*!*** ! !* ** *! ! ****** !* ! !! ****** ! *!
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NTDB id 1130390 L1Z78 RS22520 WP 234638565.1 KGDATASSAPSAEAAAPSSDFVAAPEPTAKPEAEGAGRQSWMQRLKAGLRKT....GSSIATVFTGTQINDALYEELEDA 143
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAET.VGEAVG..QVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETV 157
consensus * !!* ! ! * * !*** * * ** ! !!! !! !****** !*! !! ! !! * !!!!!!
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NTDB id 1130390 L1Z78 RS22520 WP 234638565.1 LLMADTGVKATEHLLADLRRRVKESKVTEPAAVKALLADALADLLRPLEKSLLIGE.HQPTVIMVAGVNGAGKTTSIGKL 222
NTDB id 1118 NGFG RS11455 WP 003696286.1 LITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKL 237
consensus !* *! !* !!!*!* !*! !! * ** *** ! *!! !!**!!!!*!***!** ! !!!*!!*!!!!!!!!!!!!

logo

A
T
K
R
H
Y
F
L
A
Q
A
E
E
QGKQSVLLAAAGDTFRAAAREQLGQAVWAGGNRNNTVETI

V
I
VSQETGTGDPSAAVCSFDAVQSAAGKRARGKI

KDI
VVLAVDTAGRLPTQLHLM

NTDB id 1130390 L1Z78 RS22520 WP 234638565.1 TRHLAEEGQSVLLAAADTFRAAAREQLGVWANRNTVEIVSQEGGDPAAVSFDAVSAGRARKKDVVLVDTAGRLPTQLHLM 302
NTDB id 1118 NGFG RS11455 WP 003696286.1 AKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLM 317
consensus ** ! !!!!!!*!!!!!!!!!!! !* !! ! **!! !!*!!!*!!!! !**!! !*!! !!!!!!!!!!!!!
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NTDB id 1130390 L1Z78 RS22520 WP 234638565.1 EELKKIRRVVSKADATAPHEVLLVIDGNTGQNALAQVRAFDDALQLTGLIVTKLDGTAKGGVLAAIAQERPIPVYFIGVG 382
NTDB id 1118 NGFG RS11455 WP 003696286.1 EEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVG 397
consensus !!*!!**!!* !! * !!!!***!*!*! !!!!* !!*!!!!!! !!!!!!!!!!!!!!!!*!!!*! *!!*!! *!!!!
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NTDB id 1130390 L1Z78 RS22520 WP 234638565.1 EKVEDLETFNAREFAQALLS 402
NTDB id 1118 NGFG RS11455 WP 003696286.1 EGIDDLRPFDARAFVDALLD 417
consensus ! **!! *! !! ! !!!
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