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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..............MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSR 66
NTDB id 1293 VP RS12240 WP 005479695.1 ..............MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQ 66
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..............MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQ 66
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ......MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINC 74
NTDB id 1110 NGFG RS09235 WP 003689817.1 ..............MSVGLLRILVQNQVVTVEQAEHYYN.ESQAGKEVLPMLFSDGVISPKSLAALIARVFSYSILDLRH 65
NTDB id 1130382 L1Z78 RS05730 WP 234640593.1 AVADSSLKNASAVASLPGIGRALVSAGKVSQQAAEAAASKAVANRSSFIAELSSAGTISALEVAETVSTMFSAPLLDLDA 81
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NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGE 472
NTDB id 1168 A1552VC RS11070 WP 000957200.1 YDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLYGR 141
NTDB id 1293 VP RS12240 WP 005479695.1 YEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLYGR 141
NTDB id 1401 DSB67 RS12665 WP 010643259.1 YEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLYGR 141
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNLLTA 149
NTDB id 1110 NGFG RS09235 WP 003689817.1 YPRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWVGSR 140
NTDB id 1130382 L1Z78 RS05730 WP 234640593.1 IDPMRLPQELLDTKISTTYRVLPLSKRGNRLTVATADPTQQEAAEQIKFTTQ.....LGVDWIIVEADKLDRLIAQLNKS 156
NTDB id 1058 ABD1 RS01615 WP 001274986.1 YDTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQHFA. 148
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FDPALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVEHDKLERLLSEHFV. 148
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NTDB id 1028 TT RS08215 WP 011173991.1 AELS................EIAKEFAKKQAEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRL 539
NTDB id 1306 DR RS10060 WP 027479822.1 KGFE................KLNKELAERNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRY 536
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIQGAANQG.....KEISQDELANLVK..VSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRL 214
NTDB id 1293 VP RS12240 WP 005479695.1 SLSHEKSGL.....KEINQEELASLVD..VGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRL 214
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SLGQEKSGL.....KEINQDELAGLVD..IGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRL 214
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KESQGLSEYVEDSG.DL..E..GLEISADD.EDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRY 223
NTDB id 1110 NGFG RS09235 WP 003689817.1 STS.LLQELGEGQEEE............ESHTL...YIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRF 204
NTDB id 1130382 L1Z78 RS05730 WP 234640593.1 AGE.AMESYGGGGDFEFGD......LKTDEPAEEKDNTAAADVEDAPIVKFLHKMLLDAFNMRASDLHFEPYEHQYRVRF 229
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ..........EESSFDFNDEEFDLDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRY 218
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ..........EETHFNFDTEELDLDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRY 218
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NTDB id 1028 TT RS08215 WP 011173991.1 RIDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYR..EGAIDVDLRLSTLPTVYGEKAVMRLLKKASDI 617
NTDB id 1306 DR RS10060 WP 027479822.1 RIDGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFK..KGSIDLDLRLSTLPTVYGEKAVMRLLQKASNI 614
NTDB id 1168 A1552VC RS11070 WP 000957200.1 RCDGILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAAN 293
NTDB id 1293 VP RS12240 WP 005479695.1 RCDGILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAS 293
NTDB id 1401 DSB67 RS12665 WP 010643259.1 RCDGILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAA 293
NTDB id 1251 GCO85 RS07725 WP 011946523.1 RQDGILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAK 302
NTDB id 1110 NGFG RS09235 WP 003689817.1 RVDGQLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAAS 284
NTDB id 1130382 L1Z78 RS05730 WP 234640593.1 RIDGELREIASPPIAIKEKLASRIKVISRLDISEKRVPQDGRMKLKVGP.DRVIDFRVSTLPTLFGEKIVIRILDPSSAK 308
NTDB id 1058 ABD1 RS01615 WP 001274986.1 RVDGVLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAM 297
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RVDGVLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAM 297
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NTDB id 1028 TT RS08215 WP 011173991.1 PEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGL 697
NTDB id 1306 DR RS10060 WP 027479822.1 PELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGM 694
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGF 373
NTDB id 1293 VP RS12240 WP 005479695.1 LDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGF 373
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGF 373
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGL 382
NTDB id 1110 NGFG RS09235 WP 003689817.1 LNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGL 364
NTDB id 1130382 L1Z78 RS05730 WP 234640593.1 MGIDALGYEPEEKARLLDAIGRPYGMILVTGPTGSGKTVSLYTCLNLLNKPGVNIATAEDPSEINLPGVNQVNVNEKAGL 388
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGL 377
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGL 377
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NTDB id 1028 TT RS08215 WP 011173991.1 TFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLV 777
NTDB id 1306 DR RS10060 WP 027479822.1 TFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLV 774
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLA 453
NTDB id 1293 VP RS12240 WP 005479695.1 GFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLA 453
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLA 453
NTDB id 1251 GCO85 RS07725 WP 011946523.1 TFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLA 462
NTDB id 1110 NGFG RS09235 WP 003689817.1 TFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLL 444
NTDB id 1130382 L1Z78 RS05730 WP 234640593.1 TFATALKAFLRQDPDIIMVGEIRDLETADISIKAAQTGHLVLSTLHTNDAPTTLTRMRNMGIAPFNIASSVILITAQRLA 468
NTDB id 1058 ABD1 RS01615 WP 001274986.1 TFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLA 457
NTDB id 1018 ACIAD RS01685 WP 004920473.1 TFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLA 457
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