
logo MGLFLDKR IQKSKRDNSVENNPSVAKKNNVSEKVSETPS I LDNSEKI
VKKPEL ISKKVDGFINSLVKNEKHRALKEQKPKVELEKFSDEERDYSKTGSES IVLDKYYFTVKTVDDE I

NTDB id 1130320 KMP69 RS01350 WP 214400182.1 MGLLDKIQKKNVEN........................IKKPLS.KDINLKKHLKEKKLKSDEYSKGEVLDYYTVTVDEI 55
NTDB id 59 MMJJ RS05235 WP 011169984.1 MGLFDRIQSRDSNPSVAKKNNVSEKVSETPSILDNSEKVKKPEIKVGFSVNERAKQPVEEFERDSTSSILDKYFVKVDDI 80
consensus !!! !*!! * **************************!!! * * * ! * * ! *!! ! ! !!*!
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NTDB id 1130320 KMP69 RS01350 WP 214400182.1 TVDILIKKEKGYIYYIIPEIEKINAALSSLTKDYINLIKIQIGDLGLTTYNQIRNYISDFSMKYNLHIPHIN..SLAKYF 133
NTDB id 59 MMJJ RS05235 WP 011169984.1 DFDVIIEKENGVTLYKIPEITLMNTALAKFSDMDIKTIKAELSESTLQKLGQIQGYLKNYSEKNNLHLRDIEILHLSHYF 160
consensus !**! !! ! ! !!!! *! !! * ! !! * * ! !! !* *! ! !!!***! ***! *!!
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NTDB id 1130320 KMP69 RS01350 WP 214400182.1 YLISGRLGLLEIPINDDRLEEIMVNGYNLPVYVFHRKHQMCETNIILDTNEVNRIIESIANLVNRPIDSRYPMLDAFLPD 213
NTDB id 59 MMJJ RS05235 WP 011169984.1 YLIIGKLGLLEIPLNDSKLEEVMVNGVESPSFVFHRKYQMCETNIRLDRHEATRVVESIAYLAGRTIDSRTPMLDAFLPD 240
consensus !!! !*!!!!!!!*!! *!!!*!!!! ! *!!!!!*!!!!!!! !! *! !**!!!! ! !*!!!! !!!!!!!!!

logo GSRVNATMTHSDI
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VDL INFGTFLDLDELTAAFLWQAVEGYFGAKPANTL IVGGTGSGKTTLTLNVLVS

NTDB id 1130320 KMP69 RS01350 WP 214400182.1 GSRVNATTHDITMNGATLTIRKFLKDPLTVIDLINFGTLDLDTAAFLWQAVEGYFGAKPANTLIVGGTGSGKTTLLNVLS 293
NTDB id 59 MMJJ RS05235 WP 011169984.1 GSRVNATMSDVTLGGNTITIRKFSEDPLTIVDLINFGTFDLELAAFLWQAVEGYFGAKPANTLIVGGTGSGKTTTLNVVS 320
consensus !!!!!!! *!*!* ! !*!!!!! !!!!**!!!!!!! !!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!
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NTDB id 1130320 KMP69 RS01350 WP 214400182.1 LFSMYNERIITIEDTPELQIPHKHVIKMVTRPARPGMQEYEITMDDLIKNALRMRPDRIYVGEVRGSEAHSLLVAMNTGH 373
NTDB id 59 MMJJ RS05235 WP 011169984.1 MFSMYTDRLVTIEDTPELQVPLTHLIKMITRPGRPGIQGYEITMDDLIKNSLRMRPDRIFVGEVRGSEAHSLLVAMNTGH 400
consensus *!!!! *!**!!!!!!!!!*!* !*!!!*!!!*!!!*! !!!!!!!!!!! !!!!!!!!*!!!!!!!!!!!!!!!!!!!!
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NTDB id 1130320 KMP69 RS01350 WP 214400182.1 DGCSGTLHANSAEEAILRLTSPPMNVPEIMLTALNFIIHQQRIRRAGKTVRRILEIVEIVKGGGENHQIAKTKLYEYNGL 453
NTDB id 59 MMJJ RS05235 WP 011169984.1 DGCSGTLHANSADEALIRLINPPMNVPKVMMSSVDFIINQQRIKRNKKTVRRILGVVEI...GGSGENITKTELFKYDGI 477
consensus !!!!!!!!!!!!*!!**!! !!!!!! *!** * !!!*!!!!*! !!!!!!! *!!!***!! **! !! !* ! !*
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NTDB id 1130320 KMP69 RS01350 WP 214400182.1 KDSLERVGICMWEEEVCEIAGISREELLRDRENRKKVLEYLYINNIRQLEEVAEYIMKYQIDPENLLKSL.. 523
NTDB id 59 MMJJ RS05235 WP 011169984.1 SDSVVKTGICMWEEDVCQIAGITRDELMDDRINRKKVLKYMVNNNINDIRKVGDVLKQYQENPENVLKNILE 549
consensus !!* * !!!!!!!*!! !!!!*!*!!* !! !!!!!! !* !!! * !** * !! !!!*!! ***
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