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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 113028 PSYRH RS18050 WP 046719753.1 MRTGMIALALGLLALRFLPALPPTWLLLLMPTLALMLLPFR............TYPLALFLLGFTWACVSAQWALSDRLA 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFR............WRPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 113028 PSYRH RS18050 WP 046719753.1 PRLDGQTLWVQGKVVGLPSVAEGVVRFELEGAWS.RRAKLPARIRVAWYDG....................QPVNSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYGG....................PEIRSGERW 127
consensus * **!***** ! ! *!!** ****!!*** ! * ***! !*!**!!** *****!*!!

logo

Q
R
M
L
T
A
A
L
V

K
RLKRPHSSGMLMVNPDGSGAFDGYEYAAWMLLADQRDRVIRGAATGYTI

V
K
V
Y

A
D
TGKERAILRAENPAALMGEADAGSGVGLRSRSVAEGRAWRADRAVLRRQHRLLTAAVDELPAEHQAGRYEA

NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 113028 PSYRH RS18050 WP 046719753.1 RMAVKLKRPSGLVNPDAFDYEAWLLAQRIGATGTVVDGERLAPA..............RAAWRDALRQRLLAVDAQGR.E 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHGR.A 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 113028 PSYRH RS18050 WP 046719753.1 GGLAALVLGDGSGLSSTDWQVLQDTGTVHLLVISGQHIGLLAGVIYALVA.......GLARWGLWP..CFLPWLPWACAL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVL.......LLARWGIWP..QRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 113028 PSYRH RS18050 WP 046719753.1 AFSAALGYGLLAGFEVPVRRACVMVAMVLLWRLRFRHLGVVWPLLLSFNAVLIFEPLVTLQPGFWLSFAAVGILILIFSG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 113028 PSYRH RS18050 WP 046719753.1 .......R.......LGAWRWWQSWTRAQWLIAVGLLPILLALNLPISLSGPFANLLAVPWVSVIVLPPALLGTLLLPVP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 .......R.......LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEA.SFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAP 558
NTDB id 113028 PSYRH RS18050 WP 046719753.1 VVGEGLLWLAGGALQWLFVFLDAVA.AALPAWLPSAVPIWAWWLSLLGALLLLLPKGVP...MRPLGWPLLLLCVFPPLE 485
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIA.GWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDS 487
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NTDB id 1426 RS RS05575 WP 011001070.1 APPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
NTDB id 113028 PSYRH RS18050 WP 046719753.1 SVPEGQVDVMQLDVGQGLAILLRTRNHTLLYDAGPRFGEF.DIGQRVVVPAMRKTGVRHLDLMLISHSDADHAGGAAAVH 564
NTDB id 1199 PSJM300 12650 AFN78592.1 RPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQ 566
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NTDB id 1426 RS RS05575 WP 011001070.1 AGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAML 718
NTDB id 113028 PSYRH RS18050 WP 046719753.1 QAFPVSRVLGGELA.......RLAPQLDARLCESGARWEWDGVVFSTWRWEQG......PDGNPASCILSVDAGGERLLL 631
NTDB id 1199 PSJM300 12650 AFN78592.1 RAMPVGAVLSGEPE.......RLPAALDARSCRTGQRWTWNQVNFSVWRWPQA......TNGNQASCVLMVEAAGERLLL 633
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NTDB id 1426 RS RS05575 WP 011001070.1 AGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLR 798
NTDB id 113028 PSYRH RS18050 WP 046719753.1 AGDIDVSAERAAIDSG..FDLRAHWLQSPHHGSRTSSSKAFLRAVAPVGVLISRGRNNAFGHPHPLVMARYRGLGIASYD 709
NTDB id 1199 PSJM300 12650 AFN78592.1 TGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHD 711
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NTDB id 1426 RS RS05575 WP 011001070.1 TDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 113028 PSYRH RS18050 WP 046719753.1 SAELGAVRLQLGT..FGAPQAERAQRRFWRD.................. 738
NTDB id 1199 PSJM300 12650 AFN78592.1 TAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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