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NTDB id 1045 H0N27 RS16330 WP 168727019.1 .......MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQ 73
NTDB id 1130267 DENOEST RS15445 WP 145771479.1 MATNLERASKARLRVLVVDDEADIRELLDLTLARMGLGCDCVGTLAEARRLLAQGSHHLCLTDMRLPDGDGLELVRHIGE 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .........MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQ 71
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 NYPNTPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIA 153
NTDB id 1130267 DENOEST RS15445 WP 145771479.1 HVPDMPVAVITAHGSAENAVSALKAGAFDYLTKPVSLDQLRALVKSAMELPVAV..EQREQIAAPSLLGQSPAMTEARDL 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RHPQTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE...AEEAPVDNRLLGESPPMRALRNQ 148
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHG 233
NTDB id 1130267 DENOEST RS15445 WP 145771479.1 IERMARSQAPVHITGESGSGKELAARLIHRMGARQQGPFVPVNCGAIPENLMESEFFGYRKGAFTGADADRDGFFQVAQG 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASG 228
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 GSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRE 313
NTDB id 1130267 DENOEST RS15445 WP 145771479.1 GTLFLDEVADLPLSMQVKLLRAIQEKKVRRVGSPGEESVDVRLISATHQNLRRQVEQGRFRQDLQFRLNVLELRMPALRE 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRE 308
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RGEDVLLLANHFIQKICMEW.ETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISN 392
NTDB id 1130267 DENOEST RS15445 WP 145771479.1 CREDIPLLATRVLERLAAQAASDPAPSLTAAALRALSDYPFPGNVRELENILERALALRTTDCIDSGDLNLIPPAENQ.. 396
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RREDIPLLAERILKRLAGDT.GLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQE 387
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 PFASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQE 472
NTDB id 1130267 DENOEST RS15445 WP 145771479.1 EV................PPL.GQLSLQDHLDRVERQAILEALQKTRFNRTAAARLLGVTFRSLRYRMERLGLND..... 454
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GA................ASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID...... 445
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