
logo MKSLSYKR IYKSQEYLATLGTI EYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAPQYCVKHPPVWLTYKKCGRSVTLN
NTDB id 1129763 APEC2908 RS04740 WP 161476155.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAPYCVKHPPVWLTYKKCGRSVTLN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo YYRVDESLWRNQLKLVRLSKYSLDAVALKEKSTRNI
TRERLKDLPNMSFHLEAI LGEVGIKDVRALR I LGAKMCWLRLRQQN

NTDB id 1129763 APEC2908 RS04740 WP 161476155.1 YYRVDESLWRNQLKLVRLSKYSLDVALKEKSTRNIRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SLVTEKI LFMLEGAI IG IHEAALPVARRQELAEWADSLTPKQEFPAELE
NTDB id 1129763 APEC2908 RS04740 WP 161476155.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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