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NTDB id 1129622 GPW69 RS10615 WP 074391312.1 ..MEELRTLNISEIHPNPYQPRIHFDKKELLELAQSIKENGLIQPIIVRKSSIIGYELLAGERRLRASQLAGLTTIPAVV 78
NTDB id 382 SMU RS09895 WP 011074697.1 MMTEQLKYLNTKDINPNPYQPRLQFKTKELEELAQSIKENGLIQPIIVRKSDIFGYDLVAGERRLKAAKLAGLNKIPVII 80
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NTDB id 1129622 GPW69 RS10615 WP 074391312.1 KELTDDDLLYQAIIENLQRSNLNPIEEAASYQKLISRG.LTHDEVAQIMGKSRPYISNLLRLLNLSSQTKQAVEEGKISQ 157
NTDB id 382 SMU RS09895 WP 011074697.1 KKISDDDSMKQAIIENLQRSDLNPIEEAKAYQNLINRNHMTHDDIAKVIGKSRPYITNSIRLLNLPLHISQALEKGLISQ 160
consensus ! **!!! * !!!!!!!!!! !!!!!!! !! !! ! **!!!**! **!!!!!!!*! *!!!!!* * !!*! ! !!!

logo GHARLQLLVSFI ESEKQDEKLQDSEKWFVQKL I LSTEKDQLSVHRQTI
LEKRAL ILAKASNQKTKKEHTKKLKTQSKRDI

QFLAKEKQEDKESLSKQSTLGLTAPTVKVIHLKYKNKKNGHQSGEQI
L

NTDB id 1129622 GPW69 RS10615 WP 074391312.1 GHARQLVSFSE.EKQSEWVQLILSKDLSVRTLEKLIAANKKKHTKLKQRDQFLKEQEDSLSKTLGTATKILKKKNGSGEI 236
NTDB id 382 SMU RS09895 WP 011074697.1 GHARLLLSIEKQDLQDKWFQKILTEQLSVHQIERALKSQTKKE.KKTSKDIFLAEKEKELSQSLGLPVVIHYNKKHQGQL 239
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NTDB id 1129622 GPW69 RS10615 WP 074391312.1 RISFNDLDEFERIINNLK 254
NTDB id 382 SMU RS09895 WP 011074697.1 KISFSSEEDFNRLMNKLN 257
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