
logo MS
L
M
R

Q
R
S
W
F
T
I
L
KLNI

P
F
C
K
P
S
F
I
Q
P
P
L I FHYLATSVYFLAVLVLALWALYFYCTAVIHFTSFSVYANSLYPLLTALMLGLFLVI

S
FLFL IVCSL ILFLVI LVQAFGLPFWRKKQSGYAKAVFLRTLYGLPKLMVI

L
A
P
V
I
L
I
L
C
I
G
V
I FAGLVFFWFGLVCLF IQKNSVWLQ

NTDB id 596 KW2 RS08720 WP 021037686.1 ..MRFLLIKFPLIFLTYLVVLLYFCIFTYNLPLL....ILFICSILLALFRKY.......YLMIPILIVFAVFFLLINSL 67
NTDB id 1129593 GPW69 RS03420 WP 074391485.1 MSRSIKLPC.QPIHLAVLAVAAYFTVHSFSLLT.MGLLSL...LLVVFGFRQGKAVFLRTLPLLALCG...LFFGCQKVQ 72
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVFLLVCLFIQFPWKSA.......GKVLIICGIFGFWFLFQNWQ 73
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVFLLVCLFIQFLWKSA.......GKVLVICGIFGFWFVFQNWQ 73
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSA.......GKVLIICGIFGFWFVFQNWQ 73
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSA.......GKVLIICGIFGFWFVFQNWQ 73
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSA.......GKVLIICGIFGFWFVFQNWQ 73
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSA.......GKVLIICGIFGFWFVFQNWQ 73
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NTDB id 596 KW2 RS08720 WP 021037686.1 SIRDNENQPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNFN 147
NTDB id 1129593 GPW69 RS03420 WP 074391485.1 WERAAQSAPEQVSTVQAIPDTIDINGDSLSFRGRADGQTYQVFYKLASQEEQAYFQKLTGLVQLEVEAEVSLPAGQRNFN 152
NTDB id 494 SM12261 RS04305 WP 000942409.1 QSQASQNLADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQRNFG 153
NTDB id 522 SMSK321 RS04965 WP 000942453.1 QSQASQNLSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNFG 153
NTDB id 189 SPR RS04300 WP 000942407.1 QSQASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFG 153
NTDB id 223 SPD RS04540 WP 000942407.1 QSQASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFG 153
NTDB id 154 SP RS04735 WP 000942394.1 QSQASQNLADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFG 153
NTDB id 264 KZH43 RS04200 WP 000942407.1 QSQASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFG 153
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NTDB id 596 KW2 RS08720 WP 021037686.1 GFDDQKYLASQNIYRQITIQQITNVEIKKNFD....LHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYS 223
NTDB id 1129593 GPW69 RS03420 WP 074391485.1 GFDYQAYLKTQGIYRTVKLTAIKKIVPVQSWNIFDWLSSWRRQALVYIKTNFPAPMSHYMTGLLFGELDSEFDQMSDLYS 232
NTDB id 494 SM12261 RS04305 WP 000942409.1 GFDYQAYLKTQGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLYS 233
NTDB id 522 SMSK321 RS04965 WP 000942453.1 GFDYQAYLKTQGIYQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYS 233
NTDB id 189 SPR RS04300 WP 000942407.1 GFNYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYS 233
NTDB id 223 SPD RS04540 WP 000942407.1 GFNYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYS 233
NTDB id 154 SP RS04735 WP 000942394.1 GFNYQAYLKTQGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELYS 233
NTDB id 264 KZH43 RS04200 WP 000942407.1 GFNYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYS 233
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NTDB id 596 KW2 RS08720 WP 021037686.1 SLGIIHLFALSGMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNI...RLTSLDNIGVT 300
NTDB id 1129593 GPW69 RS03420 WP 074391485.1 SLGIIHLFALSGMQVGFFIDKFRWILLRLSLTKEIVDKLQIPFSLVYAGLTGFSVSVVRSLVQKILGNMGLRKLDNFAVT 312
NTDB id 494 SM12261 RS04305 WP 000942409.1 SLGIIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALT 313
NTDB id 522 SMSK321 RS04965 WP 000942453.1 SLGIIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALT 313
NTDB id 189 SPR RS04300 WP 000942407.1 SLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALT 313
NTDB id 223 SPD RS04540 WP 000942407.1 SLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALT 313
NTDB id 154 SP RS04735 WP 000942394.1 SLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALT 313
NTDB id 264 KZH43 RS04200 WP 000942407.1 SLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALT 313
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NTDB id 596 KW2 RS08720 WP 021037686.1 TLVLMLISPKFLLTTGGQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLF 380
NTDB id 1129593 GPW69 RS03420 WP 074391485.1 VFVCLLMLPRFLLTAGGVLTFTYAFLLTVFD..FEDLGQVKKAVVESLSISLGILPVLMTYFYAFQPLSILLTFAFSFVF 390
NTDB id 494 SM12261 RS04305 WP 000942409.1 VLVLFIVMPNFFLTAGGVLSCAYAFILTMTS..KEGEG.LKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLF 390
NTDB id 522 SMSK321 RS04965 WP 000942453.1 VLVLFIIMPNFFLTAGGVLSCAYAFILTMTS..KEGEG.LKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLF 390
NTDB id 189 SPR RS04300 WP 000942407.1 VLVLFIVMPNFFFTAGGVLSCAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLF 390
NTDB id 223 SPD RS04540 WP 000942407.1 VLVLFIVMPNFFFTAGGVLSCAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLF 390
NTDB id 154 SP RS04735 WP 000942394.1 VLVLFIVMPNFFLTAGGVLSCAYAFILTMTS..KEGEG.LKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFSFLF 390
NTDB id 264 KZH43 RS04200 WP 000942407.1 VLVLFIVMPNFFFTAGGVLSCAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLF 390
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NTDB id 596 KW2 RS08720 WP 021037686.1 DFMLLPLLLCCFLISFLGFSLNLNFIFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVG 460
NTDB id 1129593 GPW69 RS03420 WP 074391485.1 DVLLLPGLSVIFLLSPLVKMTWVNGFFVFMEKIIVWVADLGFRSWILGKPSGLVLLLLLVSLFLLYDFHRKKKWLLGLSL 470
NTDB id 494 SM12261 RS04305 WP 000942409.1 DLVFLPLLSILFALSFLHPVIQLNFIFEWLEGMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLAVLSL 470
NTDB id 522 SMSK321 RS04965 WP 000942453.1 DLVFLPLLSVLFALSFLYPVIQLNFIFEWLEGMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLAVLSL 470
NTDB id 189 SPR RS04300 WP 000942407.1 DLTFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCL 470
NTDB id 223 SPD RS04540 WP 000942407.1 DLTFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCL 470
NTDB id 154 SP RS04735 WP 000942394.1 DLVFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLSL 470
NTDB id 264 KZH43 RS04200 WP 000942407.1 DLTFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCL 470
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TQTASNADEQKRSTL IPYLEHKSMQRGVDSAHRK
NTDB id 596 KW2 RS08720 WP 021037686.1 FIFLFFFITKNPMRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLALP..QKNWQKAQTQSNADKTLIPYLESMGVAH 538
NTDB id 1129593 GPW69 RS03420 WP 074391485.1 VLALLFFTTKHPLENEVTVVDIGQGDSIFLRDMRG.RTVLIDVGGRVDFAA.KEEWQERSSQANAERTLIPYLHSQGVDR 548
NTDB id 494 SM12261 RS04305 WP 000942409.1 LITGLFFLTKHPLENEITMLDVGQGESIFLRDVTG.KIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSK 549
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LITGLFFLTKYPLENEITMLDVGQGESIFLRDVAG.KTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSRGVAK 549
NTDB id 189 SPR RS04300 WP 000942407.1 LITGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAK 549
NTDB id 223 SPD RS04540 WP 000942407.1 LITGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAK 549
NTDB id 154 SP RS04735 WP 000942394.1 LITGLFFLTKYPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAK 549
NTDB id 264 KZH43 RS04200 WP 000942407.1 LITGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAK 549
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NTDB id 596 KW2 RS08720 WP 021037686.1 IDQLILTHTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGD 618
NTDB id 1129593 GPW69 RS03420 WP 074391485.1 IDSLVLTHTDTDHVGDVLEVAKQVQIGQIYVSPGSLTVPDFVATLKEINVPVHVVKVGDRLPIFDSYLEVLYPDGTGDGG 628
NTDB id 494 SM12261 RS04305 WP 000942409.1 IDQLILTNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGG 629
NTDB id 522 SMSK321 RS04965 WP 000942453.1 IDQLILTNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGG 629
NTDB id 189 SPR RS04300 WP 000942407.1 IDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGG 629
NTDB id 223 SPD RS04540 WP 000942407.1 IDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGG 629
NTDB id 154 SP RS04735 WP 000942394.1 IDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGG 629
NTDB id 264 KZH43 RS04200 WP 000942407.1 IDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGG 629
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NTDB id 596 KW2 RS08720 WP 021037686.1 NNDSIVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPN 698
NTDB id 1129593 GPW69 RS03420 WP 074391485.1 NNDSVVLYGRLLETNFLFTGDLE.QGELDLIESYPQLPVDVLKAGHHGSQGSSYPEFLDHIGAKIALVSAGENNRYKHPH 707
NTDB id 494 SM12261 RS04305 WP 000942409.1 YEDSLVLYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPH 709
NTDB id 522 SMSK321 RS04965 WP 000942453.1 HDDSLVLYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPH 709
NTDB id 189 SPR RS04300 WP 000942407.1 HDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPY 709
NTDB id 223 SPD RS04540 WP 000942407.1 HDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPY 709
NTDB id 154 SP RS04735 WP 000942394.1 HDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPH 709
NTDB id 264 KZH43 RS04200 WP 000942407.1 HDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPY 709
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NTDB id 596 KW2 RS08720 WP 021037686.1 QETLETLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR. 736
NTDB id 1129593 GPW69 RS03420 WP 074391485.1 QETLDRFDSRNIQVYRTDQQGAIRFRGW.KEWRIETVRE 745
NTDB id 494 SM12261 RS04305 WP 000942409.1 QETLTRLETINSKVYRTDQHGAIRFKGW.NSWKVETVG. 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 QETLTRLEGINSKVYRTDQQGAIRFKGW.NSWKIESVR. 746
NTDB id 189 SPR RS04300 WP 000942407.1 QETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 223 SPD RS04540 WP 000942407.1 QETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 154 SP RS04735 WP 000942394.1 QETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 QETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
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