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NTDB id 613 LCA RS05340 WP 231952379.1 ...MMWQDYWQRYRRFWWVPCLVLLGIIA..GGFYWHQSQQKQKVTQNEQL...LATSASKTK..PATKKTHQAATKKKG 70
NTDB id 112953 BAMY6639 RS03425 WP 061860722.1 MTKAMMTERLR.RN.LKILVACLAAGAIFI..CIWLFRSEKEEPVKQQSVLGQT..........A.SVSVADKKDTAADK 65
NTDB id 105 BSU 25590 NP 390437.1 ......MNWLN.QHKKAIILA..ASAAVFTAIMIFLATGKNKEPVKQAVPTETE..........NTVVKQEANNDESNET 61
NTDB id 595 KW2 RS08725 WP 021037687.1 .....MEKILDKLKEYWKIMLLVVCALIA..GGIFYIFTNSPKPAETLSVEN..LSSS..STKSSVSKFNSSSSEKNKNE 69
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .....MESIIEKIKEYKIIVICTGLGLLV..GGFFLLKPAPHTPVKETNLQAEVVAISKDSSTEKDVKKEEKEEPVEQDL 73
NTDB id 493 SM12261 RS04300 WP 000387351.1 .....MEAIIEKIKEYKIIVICTGLGLLV..GGFFLLKPAPQTPVKETNLQAEVVAVSKDSVSEKEVKKEEKEEPLEQDL 73
NTDB id 153 SP RS04730 WP 000387344.1 .....MEAIIEKIKEYKIIVICTGLGLLV..GGFFLLKPAPQTPVKETNLQAEVAAVSKDSSTEKEVKKEEKEEPLEQDL 73
NTDB id 263 KZH43 RS04195 WP 000387330.1 .....MEAIIEKIKEYKIIVICTGLGLLV..GGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDL 73
NTDB id 222 SPD RS04535 WP 000387330.1 .....MEAIIEKIKEYKIIVICTGLGLLV..GGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDL 73
NTDB id 188 SPR RS04295 WP 000387330.1 .....MEAIIEKIKEYKIIVICTGLGLLV..GGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDL 73
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NTDB id 613 LCA RS05340 WP 231952379.1 GFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQIATTS 150
NTDB id 112953 BAMY6639 RS03425 WP 061860722.1 IMIDVKGAVRNPGVYEMKAG.DRVTQAIEKAGGLKKKADELNINLAEQLQDGTIVYIPSEGEEENRPKTA.......... 134
NTDB id 105 BSU 25590 NP 390437.1 IVIDIKGAVQHPGVYEMRTG.DRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGG.......... 130
NTDB id 595 KW2 RS08725 WP 021037687.1 IMVDLKGAVAKPNVYQISSD.ERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTD.......... 138
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ITVDVKGAVKSPGIYDLSVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHTG.......... 142
NTDB id 493 SM12261 RS04300 WP 000387351.1 ITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQAG.......... 142
NTDB id 153 SP RS04730 WP 000387344.1 ITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG.......... 142
NTDB id 263 KZH43 RS04195 WP 000387330.1 ITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG.......... 142
NTDB id 222 SPD RS04535 WP 000387330.1 ITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG.......... 142
NTDB id 188 SPR RS04295 WP 000387330.1 ITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG.......... 142
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NTDB id 613 LCA RS05340 WP 231952379.1 ERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFEQLQS 230
NTDB id 112953 BAMY6639 RS03425 WP 061860722.1 .....AG..........EKENAAVNINTASLDELQAISGVGQKKAEAIIAYREENGRFQTAEDLMNVSGFGEKSFERIKT 199
NTDB id 105 BSU 25590 NP 390437.1 .....GGSV.....QSDGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKS 200
NTDB id 595 KW2 RS08725 WP 021037687.1 .....SPTGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKD 213
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .....SGAP......SSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKD 211
NTDB id 493 SM12261 RS04300 WP 000387351.1 .....PGTA......SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKD 211
NTDB id 153 SP RS04730 WP 000387344.1 .....SGTA......SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKD 211
NTDB id 263 KZH43 RS04195 WP 000387330.1 .....LGTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKD 211
NTDB id 222 SPD RS04535 WP 000387330.1 .....LGTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKD 211
NTDB id 188 SPR RS04295 WP 000387330.1 .....LGTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKD 211
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NTDB id 613 LCA RS05340 WP 231952379.1 QICVN 235
NTDB id 112953 BAMY6639 RS03425 WP 061860722.1 SITVK 204
NTDB id 105 BSU 25590 NP 390437.1 SITVK 205
NTDB id 595 KW2 RS08725 WP 021037687.1 EISID 218
NTDB id 521 SMSK321 RS04960 WP 000443804.1 YVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 YVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 YVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 YVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 YVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 YVTVD 216
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