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NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKERBBQTLRSIHHLLRTINRSIFSDE . MIEWHIKNGYITAE ISIN YR[GMHAGGQ QRYFSFYHSSGK

NTDB id 615 LCA RS02545 WP 011374200.1 ... ....... MR TACEHQEEA ABEABTQNN . NYSLPQIK.R FLlV \UICQRC [k 2% .

NTDB id 593 KW2 RS05130 WP 021037147.1 ... ....... . NKIRIKIGAMT SVN AN R[ON:H¢G

NTDB id 1129507 STREPSUIS RS07920 WP 074389963.1 ........... . MGRLF T L T NNG F .

NTDB id 277 KZH43 RS10090 WP 000867601.1 ........... BKVN BYLGRLEFTENELT E | EERQLAEKLPAMRKEKGKLFCQRCNSTI

NTDB id 236 SPD RS10765 WP 000867601.1 . .......... BKVN BYLGRLEFTENELT E EERQLAEKLPAMRKEKGKLFCQRCNSTIP

NTDB id 202 SPR RS10250 WP 000867601.1 ........... NKVN IBYLGRLFTENELT E s EERQLAEKLPAMRKEKGKLFCQRCNSTIR

NTDB id 167 SP RS11275 WP 000867616.1 .. ......... BKVN BYLGRLEFTENELT E s EERQLAEKLPAMRKEKGKLFCQRCNSTIP

NTDB id 507 SM12261 RS09240 WP 000867722.1 . .......... NKVNIgYYLGRLF TENEL T E s EERQLAEKLPAMRKEKGKLFCQRCNSTIR

NTDB id 535 SMSK321 RS10515 WP 000867726.1 . .......... NKVNIBUYLGRLF TENEL T EERQLAEKLPAMRKEKGKLFCQRC SIIB
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NTDB id 108 BSU 35470 NP 391427.1 IWISISKEEL|S AVGAGKTEM

NTDB id 615 LCA RS02545 WP 011374200.1 CLLIY&R VEGDWTV CHLFE.NIPKTEHA WAVTGAGKTEM G

NTDB id 593 KW2 RS05130 WP 021037147.1 BN WIGISLTIQEK S LEQR p§Y [EBeRLV[AVTGAGKTEMIYQ

NTDB id 1129507 STREPSUIS RS07920 WP 074389963.1 DIN@AINAGRNL GIANII] LYFPQDFP BEOL.KW GQLTI Q l V I ITLVHAVTGAGKTEMIYI;NN

NTDB id 277 KZH43 RS10090 WP 000867601.1 GAYYCRECLLMKRVRSDQ LYYFPQEDFPKQOMMDVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQV

NTDB id 236 SPD RS10765 WP 000867601.1 GAYYCRECLLMKRVRSDQ LYYFPQEDFPKQEMMDVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQV

NTDB id 202 SPR RS10250 WP 000867601.1 GAYYCRECLLMKRVRSDQ LYYFPQEDFPKQMMDVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQV

NTDB id 167 SP RS11275 WP 000867616.1 GAYYCRECLLMKRVRSDQ LYYFPQEDFPKQMMDVLKWRGQLTPFQEKVSEGLLQEVDKQKPTLVHAVTGAGKTEMIYQV

NTDB id 507 SM12261 RS09240 WP 000867722.1 GYYCRECLLMKRVRSDQ LYYFPQEDFPKQES

NTDB id 535 SMSK321 RS10515 WP 000867726.1 GAYYCRECLLMKRVRSDQELYYFPQEDFFK Q
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NTDB id 108 BSU 35470 NP 391427.1 ES AR Q¢ L RAAGRN:Y TVAPKAAQG.D

NTDB id 615 LCA RS02545 WP 011374200.1 IGIIVCLA PR lVCLELYRLQF INSITIIL.  HGE[® EPYT@LV TTHQLLKFYAFD IVDEVDAFP

NTDB id 593 KW2 RS05130 WP 021037147.1 VLASPRIDVC INRH QRARS R Q.P.G YFR PLVVEIT HQLL F AFDLLI DEVDAFP

NTDB id 1129507 STREPSUIS RS07920 WP 074389963.1 . BSEPYFRTPLVVATTHQLLKFYQAFDL DEVDAFP

NTDB id 277 KZH43 RS10090 WP 000867601.1 . BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP

NTDB id 236 SPD RS10765 WP 000867601.1 . NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP

NTDB id 202 SPR RS10250 WP 000867601.1 . NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP

NTDB id 167 SP RS11275 WP 000867616.1 . NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP

NTDB id 507 SM12261 RS09240 WP 000867722.1 NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP

NTDB id 535 SMSK321 RS10515 WP 000867726.1 NSEPYFRTPLVV TTHQLLKFYQAFDLLIVDEVDAFP
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