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NTDB id 1129493 STREPSUIS RS05895 WP 002935290.1 MSEDYRYITIGLATDELGYYSSYDIKYATILVNVSQIKSSIESYESTVAIVMVSAWLISILASIYLSNLSMRPILISYQK 239
NTDB id 363 SMU RS05195 WP 002262215.1 QTEKYRTVTVKVNN.D....FYPQIKFATIVINTTQLEEANTRYVTIIISVMIVFWLISVIASVYLAKWSQKPILENYEK 213
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