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NTDB id 1129336 PDMSB3 RS01995 WP 007179408.1 MKASLQLRLSQHLALTPQLQQSIRLLQLSTLELQQEVAMAISQNPLLENEDDWIASPLRVAADGSLIAQAPNSSA..... 75
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !** !!!!! ! *!* ** !**!!!!* ! * ! *****

logo

SPPPADAQMNGAGDSHTASDSSTSSSSSERAEANGEPQGSVYDEENGYNSDGFLADGSDSYGNGTDEARSDQWNSLDDFYAGRKSGPNQASDDEDDLRAPPLMQI
L
H
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NTDB id 1129336 PDMSB3 RS01995 WP 007179408.1 ..PPDQMGGSTSSSSSSSSERAENGEPQGVDEYNGLAGDSNGDASQWNLDDYGRSGNASDDDDLPPLQIHESSTSLRDHL 153
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADT.......AEA....SYENGSDFDSDYGTERSDWSLDDFARKPQ.SDEDDRAPMQLREAEPTQREFL 148
consensus **!! !* * ********!! **** * ! * ! ! !!!**! ***!!*!! *!*!**! ** !**!

logo MAEQLARPVLTKQALSPRDKRAGLVI
TFL I ESLDDDEGYLATAGSTLDEE I

VLADLPAEELEVDELDELNQAALARLMLHQSFDPAGI
VGARSAASECLKTLQL

NTDB id 1129336 PDMSB3 RS01995 WP 007179408.1 MAQLRVTQASPRDRALVTFLIESLDDDGYLAATLEEVLADLPEELEVDLDELNAALALLHSFDPAGVGARSASECLKLQL 233
NTDB id 1425 RS RS02020 WP 011000369.1 MEQLAPLKLSPRDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQL 228
consensus ! !! * !!!!**!! !!!!!!!!*!!! **!*!*!!!!! !!!!*!!!!*!!! *!*!!!!!!*!!!!! !!! !!!

logo

L
QRLDASPATKRPTLALETIVANHQHLELLAARDFYTRLKRKAHLKSAVDNDDGDELKRADAHEVL IRSLAEPFPGAHAFYGKRAEADFYVVPDI

V
M
VVRKTAAQG

NTDB id 1129336 PDMSB3 RS01995 WP 007179408.1 LRLDASPTRTLALEIVAHHLELLAARDFTRLRKHLKANDDDLRDAHVLIRSLEPFPGAAYGKAEADYVVPDIMVRKTAQG 313
NTDB id 1425 RS RS02020 WP 011000369.1 QRLD.SPAKPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAG 307
consensus !!!*!! **!!! !! *!!!!!!!!!*!!!*!*! ! *!* !! !!!!! !!!!*!*!*!!!!*!!!!**!!!!! !

logo WMQAEQLNPDEVMVPKRLR INDHLMYANQI LRNSNSRGDEPSGASAGNSLQRQKQLQEARWL IKNIQQRFDETI LRVASQAIVERQKSFFTVHGE IAMRP
NTDB id 1129336 PDMSB3 RS01995 WP 007179408.1 WQAELNPEVVPKLRINHLYANILRNNRGDPGSGSLRQQLQEARWLIKNIQQRFETILRVAQAIVERQKSFFVHGEIAMRP 393
NTDB id 1425 RS RS02020 WP 011000369.1 WMAQLNPDVMPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRP 387
consensus ! ! !!!*!*!*!!!!**!!*!!! !!**! * ! ! !!!!!!!!!!!!!!!*!!!!! !!!!!!!!!!! !!!!!!!!

logo LVLRE IADTLGLHESTI
VSRVTTGNKYMALTPFMGTFLEFLKYFFGSHVSTDETGGAASSTAIRAL IKQL IVGAEDNPKNSPLSDSR IAE

NTDB id 1129336 PDMSB3 RS01995 WP 007179408.1 LVLREIADTLGLHESTVSRVTTGKYMLTPFGTLEFKYFFGSHVSTDTGGAASSTAIRALIKQLIGAENPKSPLSDSRIAE 473
NTDB id 1425 RS RS02020 WP 011000369.1 LVLREIADTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAE 467
consensus !!!!!!!!!!!!!!!!*!!!!! !!! !! !! ! !!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!! !! !!!!!!!!!

logo LLAGEQGFVVARRTVAKYREALKIPAVNLRKSL
NTDB id 1129336 PDMSB3 RS01995 WP 007179408.1 LLAEQGFVVARRTVAKYREALKIPAVNLRKSL 505
NTDB id 1425 RS RS02020 WP 011000369.1 LLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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