
logo MFSFFKRRFKKGKQSEKETPSADLNAEEPAEEQSVQETATAPAEKVESEVAQIVGNIKEDVESLAESTVKPGRAESAVETVSGAAVEVQAVKPAEPTVAEPAMPTPSERAPAG
NTDB id 1129335 PDMSB3 RS01900 WP 165184386.1 MFSFFKRFKGSKESDNAPEESQTAPE..........G...........STP...........GAAVQAPAPVAPATPRPA 48
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
consensus !!!!!*! ! * * ! * **********!***********! ************!! ! * *!!* ** **
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VFGVGAGKQIDGEDLYEELE
NTDB id 1129335 PDMSB3 RS01900 WP 165184386.1 AAPARVETPAPSAIEPEPEESAPETV.EIVPPPRPDVGAKRSWLTRLKTGLSKT....SSSLTGIFVGAKIDEDLYEELE 123
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVA.....ETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELE 155
consensus !* !!!** * *****!* *! !* * *** * *! ! !!! !! !***** !! !*! !* ! !!!!!!!!

logo TAVL ILMTGSDAMGMVDEATEYLLMEKADLVREGKRVRSALEKGRLKTDGPNQEQLVKRAGALKRETALLVYDL ILKRPLEKPSLMVLGPERTAKEQPFLVI
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NTDB id 1129335 PDMSB3 RS01900 WP 165184386.1 TALLMSDAGVDATEYLLEALREKVRAERLTDPQQVKAALRTLLVDLLRPLEKSLMLGR.AQPLVMMIAGVNGAGKTTSIG 202
NTDB id 1118 NGFG RS11455 WP 003696286.1 TVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIG 235
consensus ! !* ! !**!!!!!* *! *! ! !** ***!!* ! !!**!!!!*!*!* * ! !*!*!!*!!!!!!!!!!

logo KLAKHYFLQASFQDGKQSVLLAAGDTFRAAAREQLAQAIWGGQRNNVTVI
VSQETSTGDPSAAVCI FDAVGQAAKRARGKIDI
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NTDB id 1129335 PDMSB3 RS01900 WP 165184386.1 KLAKHLQSFDQSVLLAAGDTFRAAAREQLAIWGQRNNVTVVSQESGDPAAVIFDAVGAARARKIDVMMADTAGRLPTQLH 282
NTDB id 1118 NGFG RS11455 WP 003696286.1 KLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLH 315
consensus !!!!* ! !!!!!!!!!!!!!!!!!! !! !!!!!!*!! *!!*!!!*!!!! !!*!! !!***!!!!!!!!!!!!
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NTDB id 1129335 PDMSB3 RS01900 WP 165184386.1 LMEELRKVKRVIGKAQEGAPHEVLLVIDANTGQNALAQVKAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPIPVYFIG 362
NTDB id 1118 NGFG RS11455 WP 003696286.1 LMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIG 395
consensus !!!!**!!!!!* !! *!!!!!***!*!!! !!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!*!! *!!
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NTDB id 1129335 PDMSB3 RS01900 WP 165184386.1 VGEKVEDLQPFSAEEFSDALLGG 385
NTDB id 1118 NGFG RS11455 WP 003696286.1 VGEGIDDLRPFDARAFVDALLD. 417
consensus !!! **!! !! ! ! !!!! *
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