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NTDB id 1129043 FX030 RS10805 WP 162864432.1 MGGGRTVEKPANFGNVMGKLVHYCRNYLPVIIIALVLGAVGTICQIIGPDKLKDMTNEIVKGLPAIVNGKPVMNSVDFNA 80
NTDB id 370 SMU RS04260 WP 002263294.1 ........MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAG.........KIDLDK 63
consensus ******** * ** * !** ! ** *!** ! * * *!!!!*!!*!! * !!!*********** *!
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NTDB id 1129043 FX030 RS10805 WP 162864432.1 VGRIAWLLVALYVGYAVLSYVQSWMMANVTQRTAQRLRESISVKINKLPLKYFDKVSYGDVLSRITNDVDAIGQTLGQSL 160
NTDB id 370 SMU RS04260 WP 002263294.1 IGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSL 143
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NTDB id 1129043 FX030 RS10805 WP 162864432.1 GSLITSATLFVGALVMMFYNNVIMTLCAIGASILGLIIMMVIMKSSQKYFARQQMALGDVNGHIEEMYAGHLIVKAYNGE 240
NTDB id 370 SMU RS04260 WP 002263294.1 VSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAI 223
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NTDB id 1129043 FX030 RS10805 WP 162864432.1 ADSIRRFEKYNADLYESGWKSQFLSGLMMPLMNFVGNFGYVIVCVVGAALAMDGQIEFGVIVAFMMYIRLFTQPLSQFAQ 320
NTDB id 370 SMU RS04260 WP 002263294.1 QQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQ 303
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NTDB id 1129043 FX030 RS10805 WP 162864432.1 AFQNLQRCAAAAERVFGFLEEPEMDAEPTKAELGVADAAASTARTDSGKLAHRGTRANATAGMTASQRSQLLGYDAAGNP 400
NTDB id 370 SMU RS04260 WP 002263294.1 GITQLQSANAAMGRVFEFLDEEEIEDENHKV..............................................KQL 337
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NTDB id 1129043 FX030 RS10805 WP 162864432.1 RTVRGDVEFSHVRFGYEPDKPIIHDFSASVSAGQKVAIVGPTGAGKTTMVNLLMRFYEISGGSISIDGIDTTSVPRWNVH 480
NTDB id 370 SMU RS04260 WP 002263294.1 EKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVH 417
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NTDB id 1129043 FX030 RS10805 WP 162864432.1 DQFSMVLQDTWVFRGTVRENIAYSKPGVTDEQIVSACKAVGLDHFVRSLPRGYDTVLDDNTSLSQGQRQLLTIARAMVQD 560
NTDB id 370 SMU RS04260 WP 002263294.1 DAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKD 497
consensus ! ! !!!!!!!*! !!!*!!* ! ***!!!!** !*!!!!**!!***!!*!!!!!!!! *!! !!*!!!!!!!!** !
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NTDB id 1129043 FX030 RS10805 WP 162864432.1 APILILDEATSSVDTRTEELIQKAMDALTVGRTSFVIAHRLSTIRDADMILVMDHGDVIERGTHEELLAAGGFYADLYNS 640
NTDB id 370 SMU RS04260 WP 002263294.1 APLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNS 577
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logo QFTELETDVA
NTDB id 1129043 FX030 RS10805 WP 162864432.1 QFTLTD. 646
NTDB id 370 SMU RS04260 WP 002263294.1 QFTEEVA 584
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