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NTDB id 1128828 FXZ37 RS00705 WP 015449686.1 MIRICKYLSKAEWFQLFVGLLFIVAGVWLQLKLPDYMADITRLVETPNSEMHDVWVAGGKMLAVALGAMLTTVAVGFITA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! *!*! ! !! * * !!* *!!* !! !*!! !! !* !* * *!* *! !!! ! ! !!!*
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NTDB id 1128828 FXZ37 RS00705 WP 015449686.1 RVSASFTQRLRSMQFRRVESFGPEELDRFSTASLITRSTNDVTQIQMFLTMGLLMLVQSPIMAVWAIAKIAGKGVEWTAA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus ! !!!! !!!! ! !! * * !* *!! *!!*!!*!!!*!!*!* * !!* ** !!!!!!!* !! !! !!!*!
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NTDB id 1128828 FXZ37 RS00705 WP 015449686.1 TGVSLVLVMGAVAIIMAMVMPKFRSMQALTDNINRVARENLTGLRVVRAYNAEDYQQGKFDKANRDLTETQLFTNRAMSI 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus !! ***! * **! * !* ! *! !!! *! !! !!!*!!!!!!!!!!!! !! * !* !! *! ! !!*
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NTDB id 1128828 FXZ37 RS00705 WP 015449686.1 MMPLMNTVMNGLTLAVYWIGAYLIDAA............GLMDKLTLFSNMVVFSSYAIQVIMSFLMMSMVFVLWPRADV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus ! !*! ! !!!!!*!!!!!!!* ************** !****!! !!!!!!!!*!!** !*!! *!** !!! !

logo SAKR I LNEVLADLTENPSHSVHTDFGKETRYSTEGAKNAKADDGNTALRVKRGERVEFHRDVSFRTYPSDKANRSERAPMVI
LEHVSFSTAKQAPGEQTVAF IGSTGSGKSTTLV

NTDB id 1128828 FXZ37 RS00705 WP 015449686.1 SAKRILEVLDTEPHVTDGTRTEGAKNADGTLVRGRVEFRDVSFTYPDAREPMLEHVSFTAQPGQTVAFIGSTGSGKTTLV 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYS.....KADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLV 395
consensus !!!!! !!! **!* ****** *! !!!*!!!! !* ***!!!!!*! *! !!!!!!!!!!!!*!!!
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NTDB id 1128828 FXZ37 RS00705 WP 015449686.1 NLVPRFYDATDGQVLVDGVDVKDYTLQSLRDKIGYVPQQSVMFKGTVASNVAFGDKSQAGVLPAGESMADVEIADTSTPQ 468
NTDB id 369 SMU RS04255 WP 002263293.1 NLIPRFYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDA................ 459
consensus !!*!!!!!!!*! * *!!* ! !!** ! !*!!*!! !*! !!* !!*!!! !!** *!****************
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NTDB id 1128828 FXZ37 RS00705 WP 015449686.1 GRAREKALLAESEHGTTLSEAQMEDVRQAVAVAKADEFVTRMDGTYEAPIAQGGTNVSGGQKQRLSIARAVWRHPEILVF 548
NTDB id 369 SMU RS04255 WP 002263293.1 ........................KIWEALELAQAKNFVEEKEKGLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIF 515
consensus ************************ * !* *! ! !! * * **!!!!!! !!!!!!!! !!!!* !*!!!!*!
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NTDB id 1128828 FXZ37 RS00705 WP 015449686.1 DDSFSALDFRTDHDVREALAREAGDATKLIVAQRIGTIMDADRIIVLDQGRVVGQGTHKELLRDCEVYRQIAESQLSEAE 628
NTDB id 369 SMU RS04255 WP 002263293.1 DDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEE 595
consensus !!!!!!!!**!!* *! !!* * !!!!!!!!! !!!!!!*!*!!!!!*!!!!!!!!!!! ***! !! !!!! !

logo LAENSGK
NTDB id 1128828 FXZ37 RS00705 WP 015449686.1 LAS.. 631
NTDB id 369 SMU RS04255 WP 002263293.1 LENGK 600
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