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NTDB id 1250 GCO85 RS13065 WP 027219989.1 ARMALEQNRDVLAIPGSIHNPLARGCHYLLQQ.GAKLVTSVADVLDELKIEHHQFTSNKPIFSLASGKENLVKFIGFETT 318
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 TIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER 361
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