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NTDB id 1128546 BILO16373828 RS01565 WP 012578654.1 GYIAARVAASFTQRLRSLEFRKVESFGPAEMSKFSTASLITRSTNDITQVQMFITMGLQLIVKSPIMAVWAVCKI 150
NTDB id 369 SMU RS04255 WP 002263293.1 GFLASRTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKI 150
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NTDB id 1128546 BILO16373828 RS01565 WP 012578654.1 VIMSFLLMSMVFVLWPRADVSAQRIMEVLDTEPIVGNGTKTAADVAKTGQRGTVEFRNVGFTYPDSREAMLEGIS 363
NTDB id 369 SMU RS04255 WP 002263293.1 VVVGFMMMVAIFIILPRALVSAKRINEVLALNSSVHFKEYS...KADNARKGEVEFHDVSFRYSKNSRAVIEHVS 372
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NTDB id 1128546 BILO16373828 RS01565 WP 012578654.1 FTATQGQTVAFIGSTGSGKSSLINLVPRFYDVSEGQVLVDGVDVRDYDLKTLRDKIGYVPQQSVLFKGTVASNVS 438
NTDB id 369 SMU RS04255 WP 002263293.1 FSAKAGETVAFIGSTGSGKSTLVNLIPRFYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIA 447
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NTDB id 1128546 BILO16373828 RS01565 WP 012578654.1 YGDQPGDPAEVEMTDSSTASGRKHETALLAADKAAQDAGLPAERMERVKAAADVAQASEFVARMDGGYAAAIAQG 513
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NTDB id 369 SMU RS04255 WP 002263293.1 GTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLD 563
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