R VE AL SV et e CAEL e

kL K&éxﬂ il PV ML CHA e WEDGAELYs et
NTDB id 619 LCA RS06470 WP 011374999.1 IL, Q
NTDB id 32 MW RS07995 WP 000472256.1 EML VLLIIS L
NTDB id 16 SA RS07765 WP 000472256.1 EML VLLIIS L
NTDB id 588 KW2 RS10845 WP 051303741.1 EML VLEIIS L IGAGIMAAVVKVVESQA LYJL
NTDB id 460 GPW51 RS00790 WP 011921720.1 EMLVVL[EIIS L LLFVPNL @QK KGAAVVKVVESQELYL E
NTDB id 502 SM12261 RS00955 WP 000738641.1 EMLVVLLIIS L LLFVPNLTKQK DKGIQAAVVKVVESQAELYSL D
NTDB id 530 SMSK321 RS09230 WP 000738643.1 EMLVVLLIIS LLFVPNLTKQK DKGJJAAVVKVVESQAELYRJL D
NTDB id 1128360 FJH52 RS09825 WP 000738623.1 EMLVVLLIIS LIFLLFVPNLTKQK DKGIQJAAVVKVVESQAELYSL D
NTDB id 272 KZH43 RS09255 WP 000738626.1 EMLVVLLIIS LILLFVPNLTKQK DKGJJAAVVKVVESQAELYRJL D
NTDB id 231 SPD RS09885 WP 000738626.1 EMLVVLLIIS LIFLLFVPNLTKQK DKGIJAAVVKVVESQAELYSL D
NTDB id 197 SPR RS09420 WP 000738626.1 EMLVVLLIIS LIJLLFVPNLTKQK DKGJJAAVVKVVESQAELYRJL D
NTDB id 162 SP RS10370 WP 000738627.1 EMLVVLLIIS L|JLLFVPNLTKQK DKGJJAAVVKVVESQAELYRJL D
NTDB id 431 SGO RS09410 WP 012130940.1 EMLVVLLIIS L LLFVPNLTKQK AVDGAAVVKVVESQAELYL Q
NTDB id 396 FSA28 RS09395 WP 002263437.1 EMLVVLLIIS L LLFVPNLTKQK JVIADIG AVVKVVESQAELY)XLINK S
NTDB id 387 SMU RS09025 WP 002263437.1 EMLVVLLIIS L LLFVPNLTKQK [qVIQDIG[ AVVKVVESQAELYJLWNK S
consensus sk DD D Do D s Fokokokokok ok Dok Dokookokok Dokokook kokokox
o0 g Tl

Al éé\_@ D) |ERGHATKED KN onReD
NTDB id 619 LCA RS06470 WP 011374999.1 QIRK] . 99
NTDB id 32 MW RS07995 WP 000472256.1 AKTCKSGETITIS.NGEAAN 103
NTDB id 16 SA RS07765 WP 000472256.1 KIFARKTCKSGETITIS.NGEAAN 103
NTDB id 588 KW2 RS10845 WP 051303741.1 INGIUIT T KVTADYDQIKNEQﬁNFDD 116
NTDB id 460 GPW51 RS00790 WP 011921720.1 93
NTDB id 502 SM12261 RS00955 WP 000738641.1 (MADGIIITEEQAKREIYK NTSQTVAD 107
NTDB id 530 SMSK321 RS09230 WP 000738643.1 ADGITEEQAKY GGANRIKWND 108
NTDB id 1128360 FJH52 RS09825 WP 000738623.1 (AADGIII TEEQAKEA\YK GVANIKNIND 108
NTDB id 272 KZH43 RS09255 WP 000738626.1 (NADGIIITEEQAKREIYK GGANRIKWUND 108
NTDB id 231 SPD RS09885 WP 000738626.1 (NADGIIITEEQAKEIYK GGANRIK\WYND 108
NTDB id 197 SPR RS09420 WP 000738626.1 (NADGIIITEEQAKEIYK GGANRIKWND 108
NTDB id 162 SP RS10370 WP 000738627.1 (NADGIIITEEQAKEIYK GGANRIKWYND 108
NTDB id 431 SGO RS09410 WP 012130940.1 NSETQAMAN 105
NTDB id 396 FSA28 RS09395 WP 002263437.1 VABIGINIT EQARNB]YK YAHPSKT H\AN 104
NTDB id 387 SMU RS09025 WP 002263437.1 VABIGINIT EQARNB]YK YAHPSKT HAN 104
consensus * % * | kk o Dkskok | kox * % % *

X non conserved
B similar
>50% conserved



