logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1128274 E5P1 RS23475 WP 068679963.

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1128274 E5P1 RS23475 WP 068679963.

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1128274 E5P1 RS23475 WP 068679963.

1252 GCO85 RS07730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

1

1

1

1

1

e R P Aééﬁfé%?ﬁ[)

............. . EPNEDLRTENARLIRADR[GEEMAEISSEP GKG QAEIRIPALE GPGLK

AKNAAééﬁﬁAngggﬁ FEAkR ﬁsDx V Ag%hAggggEéﬁeKtRé véIE

MAKNGGFSLF ™. ........
MAKNGGFSLF\
.MATAAASRTTLKEYVJJE OMVUREGSERINAGIEN QVQA AJNARIAICM L. A SO MR . . . . .. ...
...... MDKN PPILTFH .
...... MAQKINIKNSV)ET . e
..... MAAKKTQVMP VigA
..... MAVKKEQM PTIA

* % kokkok * % % * * *

JTRUAT b VLAl b b e

Nir RQLATM
ITIBTRQLATM
ITIFTRQ ATM
IT FTRQL TM KAG PL QAF
IT FTRQL TM [JAG PL QAF
IAIFTRQLATM KAGVPL QAF
IT F RQLATM [§ G PLVQAF

kkok ok kkokkkk kX *

YT 3l EpGH L 19 LEKiEIPRYF 3L CNLV
Iy FTRQ ATM KAGVPL Q F IAGIIN PIYM B oy - (o] o VI GIY -3 B LRKJYP[]YFDILYCNLV
IINIFTRQLATM KAGVPLVQAF
ITIFTRQLATM KAGVPLVQ F

ATl P Voo sl st LA o o il

L

i3 13 RLATY EK
N I§ RLATY EK
N LD LAMYKEK
S| LD LAMYKEK
I3 LDRLATYEK
I
T
I
T

LD ATYKEKHEM

LDR ATYKEK EEL

LDR AWYYKEK EQL LPAFTQIRV

LDR AMYKEK EJRL LPAFTQIIV

Xk kKK | Plskok skok o Dokokok Dk 1 Dskok | 1k sk ok ok ok ok ok 5k Dol skokok sk Dok | bokok Dok skok ok | okokokok ok okokok

145
149
148
151
151
149
148
147
150
150

225
229
228
231
231
229
228
227
230
230



A s lﬁw '.F o eI LATL AV v A

WYE

HIRXE

NTDB id 1029 TT RS02230 WP 011228203.1 GVI] V ALDMTISGINAGNE VEIN 304
NTDB id 1169 A1552VC RS11075 WP 000648511.1 INKAMJTA FSRTLAT FAAG P |\ L) TAlQN GN |31 Ej 309
NTDB id 1402 DSB67 RS12670 WP 010643257.1 K AINT A FSRTLAT F AG P ALY T QN GN [51Y |® 308
NTDB id 1112 NGFG RS09215 WP 003689811.1 PIFGD FAAGVPLVD LDSTAGAJAGN 311
NTDB id 1113 AAA85695.1 219..1451( ) PIFGD FAAGVPLVD LDSTAGAJ\GN 311
NTDB id 1128274 E5P1 RS23475 WP 068679963.1 PIFG MK [ AR RTLAT FAAGVPLV ALDS\ GA 309
NTDB id 1252 GC085 RS07730 WP 011213805.1 IMKAINTARF RTL i FAAG PLV ALJSWYAGA 308
NTDB id 1198 PSJM300 03950 AFN76868.1 MK §] ARF RTL T FAAGVPLVDALDSEUAGA 307
NTDB id 1016 ACIAD RS01680 WP 004920476.1 PI 310
NTDB id 1059 ABD1 RS01610 WP 000279215.1 PIFGD 310
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NTDB id 1029 TT RS02230 WP 011228203.1 384
NTDB id 1169 A1552VC RS11075 WP 000648511.1 FPMVLQMVIGEESG 388
NTDB id 1402 DSB67 RS12670 WP 010643257.1 N0 FPIRRVLQMVEIIGEESG 387
NTDB id 1112 NGFG RS09215 WP 003689811.1 WAT|Y FPNM LQM§ 390
NTDB id 1113 AAA85695.1 219..1451( ) WATIY FPRNM LQMY 390
NTDB id 1128274 E5P1 RS23475 WP 068679963.1 BN FPRMVLQMWAIGEESG M 388
NTDB id 1252 GC085 RS07730 WP 011213805.1 BTl FPNMV QMVAIGEESGAL JAMLBKVA FYEIREV NAVD 387
NTDB id 1198 PSJM300 03950 AFN76868.1 T eRIFPRIMIN QMIFAIGEESGALD MLEKVARFYEWREVDNIJIVD 386
NTDB id 1016 ACIAD RS01680 WP 004920476.1 Y IIFPIMI\ QMVAIGEESGALD MLWKVAW YEREVDREAVD MEPLI IILG 389
NTDB id 1059 ABD1 RS01610 WP 000279215.1 Nl IMYFPRIMIN QMVAIGEESGALDSMLIKVAW YEREVDNAVD MEPLI JNILGV 389
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NTDB id 1029 TT RS02230 WP 011228203.1 406
NTDB id 1169 A1552VC RS11075 WP 000648511.1 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 407
NTDB id 1112 NGFG RS09215 WP 003689811.1 410
NTDB id 1113 AAA85695.1 219..1451( ) G 410
NTDB id 1128274 E5P1 RS23475 WP 068679963.1 GG VV MYLPIFLG ce 407
NTDB id 1252 GCO85 RS07730 WP 011213805.1 VGGLVVAMYLPIFLGS.V .. 406
NTDB id 1198 PSJM300 03950 AFN76868.1 VGGL AMYLPIF GSVV. 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 VGGLV AMYLPIF GSVV. 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 VGGLV AMYLPIF 408
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