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NTDB id 1128251 E5CHR RS25630 WP 162582434.1 MFSFFKKKPAPDSSAPAPAPAETPAEP.PAPARSVFS........P.SSWFGT...........KPAEAPPAEALPPATP 59
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
consensus !!!!!**!* ****!* *!* *! *** * * ********** ! ! *********** * ** *!* *
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NTDB id 1128251 E5CHR RS25630 WP 162582434.1 EAPEPLPPAPIPIPEAS..TPAPPAAPVEAPPPERSGWLSKLKTGLRKTGN....SITAAFVNAQIDDALYEELEEALLM 133
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
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NTDB id 1128251 E5CHR RS25630 WP 162582434.1 ADTGVKATEYLLDDLRRRVRSAMATDASQVKLLLAEAIADLLRPLEKDLVIGE.HTPTVVMVAGVNGAGKTTSIGKLTKH 212
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
consensus *! !* !!!!!* !*! !! !* ** ! !!* !!**!!!!*!!**!** ! !*!*!!*!!!!!!!!!!!! !*
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NTDB id 1128251 E5CHR RS25630 WP 162582434.1 LSNEGASVLLAAADTFRAAAREQLLVWADRNTVEIVSQEGGDPAAVSFDAVNAGKARGKDVVLVDTAGRLPTQLHLMDEL 292
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
consensus ! !!!!!!*!!!!!!!!!!! !* !! ! **!! !!*!!!*!!!!*!*!!!! !*!! !!!!!!!!!!!!!*!*
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NTDB id 1128251 E5CHR RS25630 WP 162582434.1 KKIKRVVARADATAPHEVLLVIDGNTGQNALAQVRAFDEALGLTGLVITKLDGTAKGGVLCAIARERPVPVYFIGVGEKL 372
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
consensus !!*!!!* *! * !!!!***!*!*! !!!!* !!*!!!*!!!!!!!**!!!!!!!!!!*!*!*! *!!!!! *!!!!! *
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NTDB id 1128251 E5CHR RS25630 WP 162582434.1 EDLETFKAREFAQALMG 389
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD 417
consensus *!! *! !! ! !!*
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