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NTDB id 1128212 E5P2 RS21980 WP 162569272.1 MFSFFKKKPPVEVAATPQPEPAPAPAPTEARVEPP.........APAKSVFS.....PSSWFGSKPAPTEPVVASPPVPA 66
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETV.AEMPSEA 79
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NTDB id 1128212 E5P2 RS21980 WP 162569272.1 PE...PVFVAPP........APQAPVAAAPEPEPERSSWLGKLRTGLRKTGS....TITAAFVNAQIDDALYEELEEALL 131
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLI 159
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NTDB id 1128212 E5P2 RS21980 WP 162569272.1 MADTGVKATEHLLEDLRRRVRSNMATEASQVKGLLADAITDLLRPLEKALVIGE.HTPTVIMVAGVNGAGKTTSIGKLTK 210
NTDB id 1118 NGFG RS11455 WP 003696286.1 TGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAK 239
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NTDB id 1128212 E5P2 RS21980 WP 162569272.1 HLANEGASVLLAAADTFRAAAREQLLVWADRNTVEIVSQEGGDPAAVSFDAVNAGKARGKDVVLVDTAGRLPTQLHLMDE 290
NTDB id 1118 NGFG RS11455 WP 003696286.1 YFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEE 319
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NTDB id 1128212 E5P2 RS21980 WP 162569272.1 LKKIKRVVNKADATAPHEVLLVIDGNTGQNALAQVRAFDETLGLTGLVVTKLDGTAKGGVLCAIARERPIPVYFIGVGEK 370
NTDB id 1118 NGFG RS11455 WP 003696286.1 IKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEG 399
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NTDB id 1128212 E5P2 RS21980 WP 162569272.1 LEDLETFKAREFAQALLG 388
NTDB id 1118 NGFG RS11455 WP 003696286.1 IDDLRPFDARAFVDALLD 417
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