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NTDB id 1128191 E5P3 RS25480 WP 162588506.1 MFSFFKKKPAPDSSAPAPAPVETPAEPPAPARSVFSPSSWFGTKP..VEPP.........PAVAPPPA...APAAPAAPA 66
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESE.....VAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEM 75
consensus !!!!!**!* ****!* *!*! *! ** * ****** ! ***!!************!! ******* * * !*

logo PSEPASAGEAAPAEPRVEPSVAPVPVPVPVPVKPEVAPVAPEVPTVGPEVAPVGPAQVQEVAPAVAEATATEPEPEHKRLSGWALAGKRLKRQTGLARKSTGRDNKMAKS ILATAGAVFGVGNAGQI
NTDB id 1128191 E5P3 RS25480 WP 162588506.1 PSPSAEAPAPVPVPVPVPVPVPVPVPVPVPVPVPVPAV.VPAEAAPPERSGWLGKLRTGLRKTGN....SITAAFVNAQI 141
NTDB id 1118 NGFG RS11455 WP 003696286.1 PSEAGEAAERVESA.........KEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQI 146
consensus !!* *!!* *!* *********** *!* *!* *!* !* * **** !! **!* !! !* ****!* * ! *!!
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NTDB id 1128191 E5P3 RS25480 WP 162588506.1 DDALYEELEEALLMADTGVKATEYLLDDLRRRVRSNMATEASQVKLLLADAIADLLRPLEKELVIGE.HTPTVIMVAGVN 220
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGIN 226
consensus * !!!!!! !* *! !* !!!!!* !*! !! ** ** ! *!* !!**!!!!*!!**!** ! !!!*!!*!
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NTDB id 1128191 E5P3 RS25480 WP 162588506.1 GAGKTTSIGKLTKHLSNEGASVLLAAADTFRAAAREQLLVWADRNTVEIVSQEGGDPAAVSFDAVNAGKARGKDVVLVDT 300
NTDB id 1118 NGFG RS11455 WP 003696286.1 GAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADT 306
consensus !!!!!!!!!!! !* ! !!!!!!*!!!!!!!!!!! !* !! ! **!! !!*!!!*!!!!*!*!!!! !*!! !!
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NTDB id 1128191 E5P3 RS25480 WP 162588506.1 AGRLPTQLHLMDELKKIKRVVARADATAPHEVLLVIDGNTGQNALAQVRAFDEALGLTGLVITKLDGTAKGGVLCAIARE 380
NTDB id 1118 NGFG RS11455 WP 003696286.1 AGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASD 386
consensus !!!!!!!!!!!*!*!!*!!!* *! * !!!!***!*!*! !!!!* !!*!!!*!!!!!!!**!!!!!!!!!!*!*!*! *

logo RP I
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L
D
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NTDB id 1128191 E5P3 RS25480 WP 162588506.1 RPIPVYFIGVGEKLEDLETFKAREFAQALVG 411
NTDB id 1118 NGFG RS11455 WP 003696286.1 RPVPVRYIGVGEGIDDLRPFDARAFVDALLD 417
consensus !!*!! *!!!!! **!! *! !! ! !!*
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