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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1128176 G3W89 RS26450 WP 162576930.1 ..MASVNKVILVGNLGRDPETRTFPSGDQICNVTLATTDKWKDKQSGEMREATEWHRLVFNGRLAEIAAQYLRKGSQIYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYEEGYGQSQE.........AYQRP........AQQ 135
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYDEGYGQSQE.........AYQRP........AQQ 135
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGG..MNV.PAQ....QGS............WGQ 140
NTDB id 1128176 G3W89 RS26450 WP 162576930.1 EGQIRTRKYTDKDGVEKYATDIRVD....QMQMLGSRQGQGA.PSGEDDGG..............YGGGYSQGGGGGGGY 139
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGD.FGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGN 153
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NTDB id 1103 NMB RS07590 WP 002212976.1 SRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 SRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 PQQPA.KQHQPM.QQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1128176 G3W89 RS26450 WP 162576930.1 SRPPA.AAPRPP.AASPAARQTPAKSSSGFDDMDDDIPF 176
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ATRPQ......P.AQKPA.....AQAEPPMDNFDDDIPF 180
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