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TGFKRYS I LASGSSTGNSFYLETPKQKRI L IVDAGLSTGKKI STQSLLMAE IDRKPVDEDLVDAI L IVTHEHKSDHIHKGVGVLARKYGHL

NTDB id 1128137 FGL17 RS06465 WP 003084363.1 MLEQEGFKYSILASGSTGNSFYLETPKKRILVDAGLTGKKITSLLAEIDRKPEDLDAILITHEHSDHIKGVGVLARKYHL 80
NTDB id 383 SMU RS06875 WP 002262928.1 .MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGL 79
consensus ** !!*!!!!!!!!*!!!!!!!!! !!!!*!!!!*!!!!* !*!!!!!!**!*!!!!*!!!! !!!*!!!!!!!!!*!

logo DI
VYANAQAKTWQAI IMDDRGNMIGKIDSVNSQKHYI FDLRDGKTVI

MTFGDI
LDI ESFGVSHDAADQPQFYRFLMKDGNKSFVI

MLTDTGYVSDRMAS
NTDB id 1128137 FGL17 RS06465 WP 003084363.1 DIYANQKTWQIIDDRNMIGKIDSNQKYIFDRDKVMTFGDLDIESFGVSHDAADPQFYRFMKDNKSFVMLTDTGYVSDRMS 160
NTDB id 383 SMU RS06875 WP 002262928.1 DVYANAATWQAMD..GMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMA 157
consensus !*!!! !!! *!** !!!!!! !!*!!! ! *!!!!*!!!!!!!!!!!! !!!!! !!! !!!!*!!!!!!!!!!!
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L IDENADAGYL I ESNHDI E I LRSGI

SYPWSLKQR I LSDKGHLSNDEDGAEGATMI
VRSTI

LGNYKTKKI FYLGHLSKENNI
VKELAHMTMEK

NTDB id 1128137 FGL17 RS06465 WP 003084363.1 GIIDNADAYLIESNHDIEILRSGSYPWSLKQRILSDKGHLSNEDGAGAMIRSIGYKTKKIFLGHLSKENNIKELAHMTME 240
NTDB id 383 SMU RS06875 WP 002262928.1 DLIENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMK 237
consensus *!*!!!*!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*!!! !*!**! !!!!!*!!!!!!!!!*!!!!!!!!

logo NAQLAMMQADLAVDGHTDFKI
VYDTSPDSTACLPSLATDKI

NTDB id 1128137 FGL17 RS06465 WP 003084363.1 NQLAMADLAVGTDFKVYDTSPDSACSLTDI 270
NTDB id 383 SMU RS06875 WP 002262928.1 NALMQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus ! ! !!!!! *!!!*!!!!!!*!**! !

X non conserved

X similar

X ≥ 50% conserved


